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Phe Ala Tyr Gly Lys Glu Gly Tyr Ala Glu Gly Lys He Pro Pro Asp 
lis 120 125 

Ala Thr Leu He Phe Glu He Glu Leu Tyr Ala Val Thr Lys Gly Pro 
130 135 140 

Arg Ser He Glu Thr Phe Lys Gin He Asp Met Asp Asn Asp Arg Gin 
145 150 155 160 

Leu Ser Lys Ala Glu He Asn Leu Tyr Leu Gin Arg Glu Phe Glu Lys 
165 170 175 

Asp Glu Lys Pro Arg Asp Lys Ser Tyr Gin Asp Ala Val Leu Glu Asp 
180 185 190 

He Phe Lys Lys Asn Asp His Asp Gly Asp Gly Phe He Ser Pro Lys 
195 200 205 

Glu Tyr Asn Val Tyr Gin His Asp Glu Leu Xaa 
210 215 



(2) INFORMATION FOR SEQ ID NO: 257: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 257: 

Met Trp Val He Arg Val Phe Gin Lys Thr Phe Leu Phe Phe Val Leu 
15 10 15 

Phe Trp Ser Val His Cys He Ser Asp Lys Phe Gly Cys Leu Trp His 
20 25 30 

Val Cys Met Lys Arg Glu Gly Asp Xaa Asn Cys Leu Ser Phe Ser Xaa 
35 40 45 

Leu Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 258: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 122 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 258: 

Met Pro Ser Gin Thr Glu Xaa Phe Ala Ala Cys Gly Gly His Ser Leu 
15 10 15 



Leu Leu Val Xaa Leu Pro Leu Gly Leu Pro Phe Cys Pro Arg Ala Ala. 
20 25 30 
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Leu Cys Asp Leu Pro Phe Ser Leu Pro Ser Phe Pro Gly Gin Ala Arg 
35 40 45 

Arg Gly Gly Ala Glu Lys Gin Gly Ala Glu Gly Arg Gly Leu Gin Val 
5 50 55 60 

Lys Pro Arg Gly Gin Arg Thr Phe Gin Val Ser Arg Thr Ala Pro Ala 
65 70 75 80 

10 Ala Pro Arg Ser Arg Gin Pro Arg Pro Pro Ala Ala Leu Pro Ala Leu 
85 90 95 

Gly Phe Gly Gly Arg Gly Val Ala Lys Gly Arg Phe Leu Cys Phe Trp 
100 105 110 

15 

Cys Leu Tyr Met Leu Arg He Asp Gin Xaa 
115 120 



20 

(2) INFORMATION FOR SEQ ID NO: 259: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 88 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 259: 

Met Thr Ala Phe Cys Ser Leu Leu Leu Gin Ala Gin Ser Leu Leu Pro 
30 1 5 . 10 15 

Arg Thr Met Ala Ala Pro Gin Asp Ser Leu Arg Pro Gly Glu Glu Asp 
20 . 25 30 

35 Glu Gly Met Gin Leu Leu Gin Thr Lys Asp Ser Met Ala Lys Gly Ala 
35 40 45 

Arg Pro Gly Ala Xaa Arg Gly Arg Ala Arg Trp Gly Leu Ala Tyr Thr 
50 55 60 

40 

Leu Leu His Asn Pro Thr Leu Gin Val Phe Arg Lys Thr Ala Leu Leu 
65 70 75 80 

Gly Ala Asn Gly Ala Gin Pro Xaa 
45 85 



(2) INFORMATIC»J FOR SEQ ID NO: 260: 

50 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 260: 

Met He Gin Val Ser Val Pro Leu Leu Thr He Met He Phe Leu Leu 
15 10 15 



60 Tyr Leu Gin He Gly Pro Gly Lys Leu Xaa 
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20 25 

5 (2) INFORMATION FOR SEQ ID NO: 261: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 261: 



15 



20 



Met Leu Leu Asp Pro Phe He Leu Leu Phe Cys Leu Phe Ser Thr Ala 
15 10 15 

Ala Gin Ser Cys Leu Glu Phe He Tyr He Gin Phe Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 262: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 262: 

Met Lys Phe Leu Ser He Leu Leu Asp Asp Asn Asn Phe Xaa Leu Met 
30 1 5 10 15 

Leu Met Leu Ala Pro Phe Gly Cys Leu Ala Phe Glu Arg Ser Met Lys 
20 25 30 

35 Met Arg Asn Gly Ala Leu Gly Leu Glu Glu Val Xaa 
35 40 



40 (2) INFORMATION FOR SEQ ID NO: 263: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 363 amino acids 

(B) TYPE; amino acid 
45 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 263: 

Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 
15 10 15 

Val His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys 
20 25 30 



50 



Thr Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg 
55 35 40 45 

Gly Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His 
50 55 60 

60 Arg Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp 
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65 



70 



75 



80 



Val Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr 
85 90 95 

Lys Val Phe Gly Ser Lys Phe Thr Gin lie Ser Pro Val Trp Leu Gin 
100 105 110 

Leu Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp 
115 120 125 

Val Asp Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu 
130 135 140 

His lie Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe 
145 150 155 160 

Arg Asn Val Leu Asp Ser Glu Asp Glu lie Glu Glu Leu Ser Lys Thr 
165 170 175 

Val Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu 
180 185 190 

Val Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Thr Asp Gin Leu Gly 
195 200 205 

Met Phe Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly 
210 215 220 

Phe Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro 
225 230 235 240 

Asn Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro 
245 250 255 

Lys Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe Tyr Gly 
260 265 270 

Met Asp Tyr Ala Thr Ser Lys Asp Ala Arg Glu Pro Val Val Gly Ala 
275 280 285 

Arg Tyr He Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp 
290 295 300 

Ser Gin Xaa Ser Glu His Phe Phe Glu Tyr Lys Lys Ser Arg Ser Gly 
305 310 315 320 

Arg His Val Val Phe Tyr Pro Thr Leu Lys Ser Leu Gin Val Airg Leu 
325 330 335 

Glu Leu Ala Arg Glu Leu Gly Val Gly Val Ser He Trp Glu Leu Gly 
340 345 350 



Gin Gly Leu Asp Tyr Phe Tyr Asp Leu Leu Xaa 
355 360 



(2) INFORMATION FOR SEQ ID NO: 264: 
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(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 128 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOSY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 264: 

Leu Pro Thr Lys lie Leu Val Lys Pro Asp Arg Thr Phe Glu lie Lys 
15 10 15 

He Gly Gin Pro Thr Val Ser Tyr Phe Leu Lys Ala Ala Ala Gly He 
20 25 30 

Glu Lys Gly Ala Arg Gin Thr Gly Lys Glu Val Ala Gly Leu Val Thr 
35 40 45 

Leu Lys His Val Tyr Glu He Ala Arg He Lys Ala Gin Asp Glu Ala 
50 55 60 

Phe Ala Leu Gin Asp Val Pro Leu Ser Ser Val Val Arg Ser He He 
65 70 75 80 

Gly Ser Ala Arg Ser Leu Gly He Arg Val Val Lys Asp Leu Ser Ser 
85 90 95 

Glu Glu Leu Ala Ala Phe Gin Lys Glu Arg Ala He Phe Leu Ala Ala 
100 105 110 

Gin Lys Glu Ala Asp Leu Ala Ala Gin Glu Glu Ala Ala Lys Lys Xaa 
115 120 125 



(2) INFORMATION FOR SEQ ID NO: 265: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 265: 

Met Leu Leu Gin He His Pro Leu Leu Pro Ser Pro Thr He Pro His 
15 10 15 

He Leu Leu Leu Phe Leu Tyr Pro Thr Phe Ser He Leu Glu His Ser 
20 25 30 

Cys Ser Tyr Cys He Glu Tyr Leu Tip Val Cys Leu Leu Phe Cys Leu 
35 40 45 

Ser Leu Trp Phe Leu Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 266: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUE2JCE DESCRIPTION: SEQ ID NO: 266: 

5 

Met Cys Leu Trp Cys Cys Gly Asp Val Cys Ser Gly Leu Ser Ser Leu 
15 10 15 

Leu Ser Lieu Cys Val Cys Cys Val Val Leu Ala Val Cys 
10 20 25 



15 



(2) INFORMATION FOR SEQ ID NO: 257: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LEDGTH: 26 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 267: 

Glu Gly Leu Arg Leu Leu Leu Ser Leu Pro Ala Ala Leu Pro Arg Ser 
15 10 15 

25 Cys Cys His Pro Arg Trp Leu Pro Val Xaa 
20 25 



30 (2) INFORMATION FOR SEQ ID NO: 268: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 221 amino acids 

(B) TYPE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 268: 

Met Phe His Gly lie Pro Ala Thr Pro Gly He Gly Ala Pro Gly Asn 
15 10 15 

40 

Lys Pro Glu Leu Tyr Glu Glu Val Lys Leu Tyr Lys Asn Ala Arg Glu 
20 25 30 

Arg Glu Lys Tyr Asp Asn Met Ala Glu Leu Phe Ala Val Val Lys Thr 
45 35 40 45 

Met Gin Ala Leu Glu Lys Ala Tyr He Lys Asp Cys Val Ser Pro Ser 
50 55 60 

50 Glu Tyr Thr Ala Ala Cys Ser Arg Leu Leu Val Gin Tyr Lys Ala Ala 
65 70 75 80 

Phe Arg Gin Val Gin Gly Ser Glu He Ser Ser He Asp Glu Phe Cys 
85 90 95 

55 

Arg Lys Phe Arg Leu Asp Cys Pro Leu Ala Met Glu Arg He Lys Glu 
100 105 110 

Asp Arg Pro He Thr He Lys Asp Asp Lys Gly Asn Leu Asn Arg Cys 
60 115 120 125 
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10 



20 



He Ala Asp Val Val Ser Leu Phe He Thr Val Met Asp Lys Leu Arg 
130 135 140 

Leu Glu He Arg Ala Met Asp Glu He Gin Pro Asp Leu Arg Glu Leu 
145 150 155 160 

Met Glu Thr Met His Arg Met Ser His Leu Pro Pro Asp Phe Glu Gly 
165 170 175 

Arg Gin Thr Val Ser Gin Trp Leu Gin Thr Leu Ser Gly Met Ser Ala 
180 185 190 



Ser Asp Glu Leu Asp Asp Ser Gin Val Arg Gin Met Leu Phe Asp Leu 
15 195 200 205 

Glu Ser Ala Tyr Asn Ala Phe Asn Arg Phe Leu His Ala 
210 215 220 



(2) INFORMATION FOR SEQ ID NO: 269: 



(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 269: 

30 Met Lys Xaa 
1 



35 (2) INFORMATION FOR SEQ ID NO: 270: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 49 amino acids 

(B) TYPE: amino acid 
40 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 270: 



45 



Met Gin Ala Pro Phe Xaa His Phe Ser Phe Arg Met Phe Ser Asn Leu 
15 10 15 

Tyr Cys Phe Ser Asp Phe Gin Pro Asn He Ser Pro Cys Pro Leu Cys 
20 25 30 



His Cys He Leu Pro Xaa His His His Val Phe Leu Leu Leu Ala Val 
50 35 40 45 



Xaa 



55 

(2) INFORMATION FOR SEQ ID NO: 271: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LEMTTH: 52 amino acids 
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10 



(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 271: 

Met Lys Leu Val Thr Met Phe Asp Lys Leu Ser Arg Asn Arg Val He 
1 5 10 15 

Gin Pro Met Gly Met Ser Pro Arg Gly His Leu Thr Ser Leu Gin Asp 
20 . 25 30 

Ala Met Cys Glu Thr Met Glu Gin Gin Leu Ser Ser Asp Pro Asp Ser 
35 40 45 



Asp Pro Asp Xaa 
15 50 



20 



(2) INFORMATION FOR SEQ ID NO: 272: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 272: 

Met Ala Val Gly Glu Ala Val Phe Val Pro Leu Gin His Pro Pro Leu 
1 5 10 15 

30 Leu His Gly Ser Pro- He Pro Lys Leu Leu Pro Gly Pro Leu Leu Xaa 
20 25 30 



35 



(2) INFORMATION FOR SEQ ID NO: 273: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 273: 

45 

Met Asn Gly Cys His Arg Arg Lys Arg Leu His Leu Cys Lys Thr He 
1 5 10 15 

Tyr Leu Leu Trp Phe Val Phe Ser Phe Leu Leu Ser Asn Glu Val Val 
50 20 25 30 

Ser Ser His Trp His He Leu Arg Ala Val Gin He He Cys Thr Leu 
35 40* 45 

55 Phe His Arg Xaa He Ser Ala Phe Xaa 
50 55 



60 (2) INFORMATION FOR SEQ ID NO: 274: 



10 



15 



35 



45 



50 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LEWGTH: 22 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 274: 

Met Gly Trp Val Ser Ser Pro His Val Lys Arg Arg Glu Cys Val Leu 
15 10 15 

Lys Lys Pro Phe Phe Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 275: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 275: 

Met Phe Asn Phe Phe Lys Asn Pro Leu Leu Thr Cys Leu Phe He Ser 
25 1 5 10 15 

Cys Tyr Leu Tyr Leu Ser Leu Leu Val Asn Lys Val Leu Phe Ala Glu 
20 25 30 

30 Glu Gly Leu Cys Cys Thr Tyr Cys Thr Thr Ser Asn Thr Gly Glu Gly 
35 40 45 



Gly Val Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 276: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 276: 



Met Xaa 
1 



(2) INFORMATION FOR SEQ ID NO: 277: 



(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 66 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 277: 



60 



Met Leu Cys Thr He Leu Thr Val Val He He He Ala Ala Gin Thr 
15 10 15 
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Thr Arg Thr Thr Gly He Pro Lys Asn Ala Pro Gly Pro Ala Pro Leu 
20 25 30 

5 Cys Ala Pro Arg Ser Pro Arg Leu Phe Leu Gin Xaa Tyr Arg Gly Pro 
35 40 45 



10 



Asn Gly Arg Pro Ala His Pro Phe Leu Gly Pro Ser Asp Leu Asp Thr 
50 55 60 

Ser Xaa 
65 



15 

(2) INFORMATION FOR SEQ ID NO: 278: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEtJGTH: 257 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 278: 

Met Leu Gly Ala Lys Pro His Trp Leu Pro Gly Pro Leu His Ser Pro 
25 1 5 10 15 

Gly Leu Pro Leu Val Leu Val Leu Leu Ala Leu Gly Ala Gly Trp Ala 
20 25 ,30 

30 Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
35 40 45 

Cys Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
50 55 60 

35 

Gly Glu Ala Pro Pro Gly Arg Val Ala Phe Xaa Ala Val Arg Ser His 
65 70 - 75 80 

His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Ser Gly Ala He 
40 85 90 95 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
100 105 110 

45 Ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
115 120 125 

His Val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser I^u Met 
130 135 140 

50 

Leu Asn Thr Trp Pro Val He Ser Ala Phe Ala Asn Asp Pro Asp Val 
145 150 155 160 

Thr Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
55 165 170 175 

Asp Arg Val Ser Leu Arg Leu Arg Arg Gly Xaa Ser Thr Gly Trp Leu 
180 185 190 

60 Glu He Leu Lys Phe Leu Trp Leu Pro His Leu Pro Ser Leu Lys Asp 
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195 z:C 205 

Pro 5er Leu Ser Ser Thr Arg lis Gin Pro Leu Thr Thr Phe Phe Cys 
210 215 220 

Ptd l/su leu Pre Xaa Lvs Glr. ICaa Lys Gin Xaa Xaa Xaa Ser Leu Trp 
225 23: 235 240 

Leu Leu Ser His Leu ?r.e Ala Trp Glu Pro Val Pro Asn Thr Gin Val 
24= 250 255 

Xaa 



(2) LMFOKHATION FCP. SE; ID NO: 279: 

ti) SSQL"ZNCE C-:;^i'JijCr£?-3?ICS : 

(A) LENGTH: 103 araino acids 

(3) TT?Z: aninc acid 

O) TOPCLCGY: linear 
(xi) SECuEKCE EESCHIPCIGM: SEQ ID NO: 279: 

Hqz Ala Pro Arg Ala Leu Pro Gly Ser Ala Val Leu Ala Ala Ala Val 
15 10 15 

Phe Val Gly Gly Ala Val Ser £er Pro Leu Val Ala Pro Asp Asn Gly 
20 25 30 

Ser Ser .-^g Thr Leu His Ser Arg Thr Glu Thr Thr Pro Ser Pro Ser 
35 ^3 45 

Asn Asp "hr Gly Asn Gly His Pro Glu Tyr lie Ala Tyr Ala Leu Val 
50 55 60 

Pro Val Phe Phe lie Mer Giy Leu Phe Gly Val Leu lie Xaa Pro Xaa 
65 7: 75 80 

Xaa Zaa Lys Lys Lys Gly Tyr Arg Cys Thr Thr Glu Ala Glu Gin Asp 
85 90 95 

He Glu Glu Glu Lys Gly Xaa 
100 



(2) INFCHMCTCH 7CR SEQ ID NC: 280: 

(i) SEQL-ENC3 C-IAPACTEPJCSTICS : 

(A) LEDGTH: 33 amino acids 

(3) TYPE: amino acid 

(D) TOPCLOGY: linear 
(xi) SEQUENCE EESCRIPTION: SEQ ID NO: 280: 

Met Pro Val Thr Leu Ser Ser Leu Gly Phe Trp Val Leu Leu Ser Leu 
1 5 ■ 10 15 



Leu Phe Pro Trp Arg Thr Asp Gin Gly Cys Gly Pro Ala Thr Cys Tyr 
20 25 30 
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Xaa 



(2) INFORMATION FOR SEQ ID NO: 281: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 281: 

Met Val Leu Gly Leu Leu Leu Leu Leu Xaa Phe Phe Ser Phe Ser Ser 
15 10 15 

Ser Pro Ser Pro Ser Ser Ser Leu Leu Leu Leu Ser Ser Phe Phe Phe 
20 25 30 

Gin Ser Leu Ala Leu Ser Pro Arg Leu Glu Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 282: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 282; 

Glu Trp Leu Val Phe Thr Phe Leu Leu Val Phe Gly Ser Pro Leu Gly 
IS 10 15 

Lys Gly Pro Leu Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 283: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 283: 

Met lie Arg Ala Leu Ser Leu Phe Leu Leu lie Phe Asp Ala Ala Leu 
15 10 15 

Phe Ser Leu Ser Val Phe Val Phe lie Gly His Leu Leu Pro Met Pro 
20 25 30 

Lys Gly Thr Gly Leu His Ser Cys Ala Lys His Leu lie Lys Ser Leu 
35 40 45 



Lys Glu Asn Val Leu Pro Leu Met Asn Tyr Pro Asp Cys Lys Leu Lys 
50 55 60 
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He Asn He Ser Pro Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 284: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 75 amino acids 

(B) TVPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 284: 

15 Met Gly Lys Leu He Arg Leu Ser Val Met Val Met Ser Val Arg Arg 
15 10 15 



20 



30 



45 



Leu Phe Ser He Tyr Trp Val Leu Ser Thr Val Pro Asp Ala Val Gly 
20 25 30 

Ser Arg Gly Gly Met Glu Glu Glu Cys Ser Arg Gly Leu Cys Cys Val 
35 40 45 



Ala Gly Gin His Lys Gin Ala Lys Gly Lys Arg Gin Ala Trp Asn Lys 
25 50 55 60 



Gly Gly Glu Tyr Gin Cys Val Thr Tyr Cys Xaa 
65 70 75 



(2) INFORMATIC»J FOR SEQ ID NO: 285: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 285: 

40 Met Pro Ala Leu Val Thr Leu Leu Leu Leu Phe Pro Leu Leu Pro Leu 
15 10 15 

Met Glu Ala Ser Cys His Val Met Arg Cys Pro Met Glu Arg Pro Thr 
20 25 30 



Xaa 



50 

(2) INFORMATION FOR SEQ ID NO: 286: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»I: SEQ ID NO: 286: 



60 



Glu Ala Pro Trp Gly Leu Leu Lys Leu Leu Leu Leu Leu Ala Val Phe 
15 10 15 
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Xaa 



5 

(2) INFORMATION FOR SEQ ID NO: 287: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(D) TOPOU)GY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 287: 

15 Met Gin Gin Lys Gin Lys Lys Ala Asn Glu Lys Lys Glu Glu Pro Lys 
15 10 15 

Xaa 

20 



(2) INFORMATION FOR SEQ ID NO: 288: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 288: 

30 

Met Gin Arg Lys Val Ser Asp Phe lie He His Gin Arg Leu Thr Val 
1 5 10 15 

Asn Leu Cys Val He Ser Phe Phe Phe Phe Leu Pro He Cys He Phe 
35 20 25 30 

Ser Leu Ala Lys Lys Xaa 
35 

40 

(2) INFORMATION FOR SEQ ID NO: 289: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH; 12 amino acids 

<B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 289: 

50 Met Ala Leu Leu He Ser Ser Leu He Trp Ser Xaa 
15 10 



55 (2) INFORMATION FOR SEQ ID NO: 290: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQKjTH: 35 amino acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY: linear 
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5 



15 



25 



40 



45 



515 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 290: 

Met Gin Met Phe Thr Val Ser Leu Leu Leu Ser Leu Leu Leu Arg Ser 
15 10 15 

Thr Asp Gin Asn His Leu Gin Leu Leu Val Gly Arg Glu Asp His Tyr 
20 25 30 



Gly Gly Xaa 
10 35 



(2) INFORMATION FOR SEQ ID NO: 291: 



(i) SEQUENCE CHARACTERISTICS: 

(A) ISNGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 291: 



Met Ser Glu Ser Ala Cys He Leu Asn Asn Gin Lys Glu Leu Xaa 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 292: 



(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 292: 

35 Met Asp Leu Asp Arg Val Lys Ala Glu Ala Thr Glu Asp He Thr Ser 
15 10 15 

Gly Val Leu Cys Leu Leu Phe Leu Arg Leu Pro Pro Asn Ser Cys He 
20 25 30 



Phe Pro Ser Ala Val Leu Gly Ser Thr Arg Thr Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 293: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LOIGTH; 136 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 293: 

Val Val Gly Thr Gly Thr Ser Leu Ala Leu Ser Ser Leu Leu Ser Leu 
55 1 5 10 15 

Leu Lexi Phe Ala Gly Met Gin Met Tyr Ser Arg Gin Leu Ala Ser Thr 
20 25 30 



60 



Glu Trp Leu Thr He Gin Gly Gly Leu Leu Gly Ser Gly Leu Phe Val 
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35 40 45 

Phe Ser Leu Thr Ala Phe Asn Asn Leu Glu Asn Leu Val Phe Gly Lys 
50 55 60 

Gly Phe Gin Ala Lys lie Phe Pro Glu He Leu Leii Cys Leu Leu Leu 
65 70 75 80 

Ala Leu Phe Ala Ser Gly Leu He His Arg Val Cys Val Thr Thr Cys 
85 90 95 

Phe He Phe Ser Met Val Gly Leu Tyr Tyr He Asn Lys He Ser Ser 
100 105 110 

Thr Leu Tyr Gin Ala Ala Ala Pro Val Leu Thr Pro Ala Lys Val Thr 
115 120 125 

Gly Lys Ser Lys Lys Arg Asn Xaa 
130 135 



(2) INFORMATION FOR SEQ ID NO: 294: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TVPE: amino acid 
{D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 294: 

Met Phe He Phe Leu Phe Leu Cys Val Leu Ser Arg Lys He Gin Glu 
15 10 15 

Glu Tyr Tyr Arg Leu Phe Lys Asn Val Pro Cys Cys Phe Gly Cys Leu 
20 25 30 

Arg Xaa 



(2) INFORMATION FOR SEQ ID NO: 295: 

(i> SEQUENCE CHARACTERISTICS: 

(A) LQ^GTH: 137 amino acids 

iB) TVPE: amdLno acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 295: 

Met Arg Thr Pro Gly Pro Leu Pro Val Leu Leu Leu Leu Leu Ala Gly 
15 10 15 

Ala Pro Ala Ala Arg Pro Thr Pro Pro Thr Cys Tyr Ser Arg Met Arg 
20 25 30 

Ala Leu Ser Gin Glu He Thr Arg Asp Phe Asn Leu Leu Gin Val Ser 
35 40 45 

Glu Pro Ser Glu Pro Cys Val Arg Tyr Leu Pro Arg Leu Tyr Leu Asp 
50 55 60 
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He His Asn Tyr Cys Val Leu Asp Lys Leu Arg Asp Phe Val Ala Ser 
65 70 75 80 

Pro Pro Cys Trp Lys Val Ala Gin Val Asp Ser Leu Lys Asp Lys Ala 
85 90 95 

Arg Lys Leu Tyr Thr He Met Asn Ser Phe Cys Arg Arg Asp Leu Val 
100 105 110 

Phe Leu Leu Asp Asp Cys Asn Ala Leu Glu Tyr Pro He Pro Val Thr 
115 120 125 

Thr Val Leu Pro Asp Arg Gin Arg Xaa 
130 135 



(2) INFORMATION FOR SEQ ID NO: 296: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 296: 

Met Trp Leu Leu Lys Pro Ser Ala His Ser Pro Val His Xaa Leu Val 
15 10 15 

Leu Leu Phe Pro Arg Gly Trp Ser Gin Pro Gly Thr His Lys Arg Gin 
20 25 30 

He Leu Val Asn Xaa Ala Ser Leu Pro Gly Gly Cys Leu Leu Pro Trp 
35 40 45 

He Trp Ser Gly Ala Ala Leu Arg Phe Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 297: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 297: 

Met Ser Arg Arg Ala Glu Ala Ser He Phe Val Leu Pro Lys Thr Leu 
15 10 15 

Leu Phe Val Leu Phe Pro Ala Phe Pro Ser Pro Ala Val Gly Cys Pro 
20 25 30 

Val Pro Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 298: 



wo 98/54963 



518 



(i) SEQUENCE CHARACTERICTICS : 

(A) LENGTH: 78 amino Acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 298: 

Ser Cys Tyr lie Thr Pro Trp Ser Lys He Gin Ser Phe Ser Leu Ser 
15 10 15 

Leu Phe Gin Phe He Leu Gin Glu Val Asn He Thr Leu Pro Glu Asn 
20 25 30 

Ser Val Trp Tyr Glu Arg Tyr Lys Phe Asp He Pro Val Phe His Leu 
35 40 45 

Asn Gly Gin Phe Leu Met Met His Arg Val Asn Thr Ser Lys Leu Glu 
50 55 60 

Lys Gin Leu Leu Lys Leu Glu Gin Gin Ser Thr Gly Xaa Xaa 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 299: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 95 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 299: 

Met Phe Val Leu Phe Ser Leu Pro Lys Tyr Ala Gly Leu Arg Leu Pro 
15 10 15 

He Pro Gly Leu Ser Ala Leu Leu Val Phe Leu Leu Ser Leu Phe Ser 
20 25 30 

Arg Arg Ala Gin Val Glu Leu Thr Thr Gly Arg Glu Thr Leu Pro Lys 
35 40 45 

Asn Leu Gin Gly Tyr Phe Pro Glu Phe Gly Phe Gin Val Gin Asn Phe 
50 55 60 

Leu Ser Cys Lys He Tyr Ala Ala Ser Gin Lys Gin Pro Leu Pro Pro 
65 70 75 80 

Leu Tyr Gin Leu Arg Phe Tyr Leu Lys His Met Gly Leu Pro Xaa 
85 90 95 



(2) INFORMATION FOR SEQ ID NO: 300: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 300: 
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Met Ser Ser His Trp Thr Leu Lys He Leu Leu Val Pro Leu Phe Tyr 
15 10 15 

Leu Ser Leu Glu Phe Pro Ser Gly Phe Val Leu Cys Leu Ala Asn Asp 
5 20 25 30 

Leu Gly Tyr His Phe Ser Ser Arg Val Arg Ser Xaa 
35 40 

10 

(2) INFORMATICS FOR SEQ ID NO: 301: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 31 amino acids 

(B) TYPE: aitdno acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 301: 

20 Met Leu Val Val Asn He Asn Leu Val Phe Leu Leu Phe Phe He Phe 
15 10 15 

Leu Cys Tyr Leu Asp Ala Cys He Asn Val Phe Cys Phe Tyr Xaa 
20 25 30 

25 



(2) INFORMATION FOR SEQ ID NO: 302: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 113 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 302: 

35 

Met Pro Val Leu Pro Gly Arg Thr Thr Ala Leu Leu Ser Leu Thr Leu 
15 10 15 

Ala Phe Ala Val Pro Cys Ser Gly Val Glu Ala Gly Pro Cys Val Pro 
40 20 25 30 

Arg Ser His Gly Cys Ser Ser Trp Glu Ala Ser Val Cys Val Thr Ser 
35 40 45 

45 Ser Thr Pro Gly Gly Ser Trp Arg Ala Arg Ala Leu Phe Pro Ser Ala 
50 55 60 

Ala Trp His Arg Xaa Ala Ala Trp Asp Ser Pro Trp Thr Gin Thr Gly 
65 70 75 80 

50 

Asp Phe Ala Arg Gly Ala Met Gly Gly Ala Gly Ala Leu Pro Gly Gly 
85 90 95 

Cys Val Cys He Ser Gly Arg Pro Arg Ala Gin Lys Leu Pro Ala Leu 
55 100 105 110 

Xaa 



60 
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(2) INFORMATI<»I FOR SEQ ID NO: 303: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 14 arcdno acids 

(B) TYPE: amino acid 
(D) T0P0UX3Y: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 303: 

10 Thr His lie His Thr His He He He Cys Ser Ser Val Xaa 
15 10 



15 (2) INFORMATION FOR SEQ ID NO: 304: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
20 {D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»J: SEQ ID NO: 304: 



25 



Met Glu Asn Phe Phe Phe Ser Phe Tyr Leu Phe Leu He Thr Leu He 
15 10 15 

Pro Asn Gly Arg Thr Leu Ser Thr Thr Ala Asp His Cys Lys He Pro 
20 25 30 



Cys He Xaa 
30 35 



35 



50 



(2) INFORMATION FOR SEQ ID NO: 305: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ^35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 305: 

Met Glu Leu Trp Glu Leu Ala Leu Cys Leu Leu Val Ala Leu Ser Ala 
15 10 15 

45 His Met Phe Thr Val Gin Leu Leu Ala Asp Leu Gly Phe Leu Phe Gly 
20 25 30 



Gly Phe Xaa 
35 



(2) INFORKATIC»I FOR SEQ ID NO: 306: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 82 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 306: 

60 
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Met Gly Ala 31y lis Isf^ Ala Leu Le-i Leu Pro Leu Glu Ser Val Leu 
1 = 10 15 

Thr Cys Ser Trp lie Ser Val Ser rr- Ser Glu Arg Gin Leu Trp Gin 
20 25 30 

Ser Ser 3lr. Lys Ala thr lie Leu Ser Leu Lys Leu Asp Ser Cys Phe 
35 40 45 

Cys Gly His Ser Gly Leu Lys Gly Lys Asn Glu Asp Thr Asp Ser Ser 
50 55 60 

Val Pro lie lie Pre Ser Lys Tnr His Thr His Leu Gly Lys His Leu 
55 Ij 75 80 

lie Xaa 



(2) EFCHMA?:CK rCr. 5EQ ID tJD: 307: 

(i) SEQL'3^•C3 C-rAHACTHRISTXCS : 

(A) 1Z:X3TH: 72 amino acids 

(3) TYPE: anino acid 

ID) TCPCLOGY: linear 
(xi) SEC'JHIKrZ ::£SC?Z?TICN: SEQ ID NO: 307: 

Met Phe Tyr Phe Val Leu Phe lie Tyr Ser Ser Ser Glu Thr Trp Ser 
1 = 10 15 

Gly Ser Val Ala Glr. Asp Gly Val Kis Gly Val lie lie Gly His Cys 
20 25 30 

Ser Val Glu Leu Prc^'Gly Ser Gly Asp Pro Pro Ala Ser Ala Xaa Leu 
35 40 45 

Val Ala Gly Thr lis Gly Trx Cys Pro Thr Met Pro Gly Phe Val Tyr 
50 55 60 

Phe Leu Asn Asp Val Xaa Asn Zaa 
65 70 



(2) I>IFCHMATICK FC?. SEQ ID NO: 308: 

(i) SEQUENCH CHARACTERIffTICS : 

(A) LcSXSTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUEtXS DESCRIPTION: SEQ ID NO: 308: 

Met Asp Ser Thr Le*. Arg Gin Gly Arg Xaa Leu Leu Thr Leu Val Pro 
15 10 15 

Ala Ser Leu Phe Ser Leu Thr Leu Gly Gly Pro Gly Pro Trp Lys Asp 
20 25 30 



Pro Xaa 
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5 (2) INFORMATIOI FOR SEQ ID NO: 309: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 115 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 309: 



15 



Met Gin Val Val Gly Ser Trp Pro Gly Arg Val Gly Val Val Gly Leu 
15 10 15 

Ala Phe Ser Leu Val lie Pro Pro Pro Ala lie Cys lie Ala Gly Pro 
20 25 30 



Ala Pro Gly Leu Gly Gly Gly Glu Arg Gin Gin Lys Gly L.eu Gly Arg 
20 35 40 45 

Gly Gly Gly Gly Leu Arg Asn Cys Pro Gly Arg Val Gly Met Ala Ala 
50 55 60 

25 Glu Pro Gly Ala Leu Leu Cys Leu Thr Ser Arg Asp Gly Ser Leu Leu 
65 70 75 80 



30 



Leu Ser Cys Val Arg Pro His His Val He Lys Pro Lys Gly Thr Ala 
85 90 95 

Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Xaa Xaa 
100 105 110 



Gly Gly Xaa 
35 115 



40 



(2) INFORMATION FOR SEQ ID NO: 310: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 108 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION; SEQ ID NO: 310: 

Met Asp Leu Pro Gin Phe He Tyr Leu Phe He Phe Cys Phe Cys Cys 
15 10 15 

50 Leu Ala He Val Asn Asn Ala Ser He Asn He His He Gin Val Ser 
20 25 30 

Met Trp Leu Tyr Val Phe He Ser Leu Gly Tyr Leu His Gly Ser Arg 
35 40 45 

55 

He Leu Gly His Asn He He Leu Cys Leu Thr Ser Gin Arg He Ala 
50 55 60 

Lys Arg Phe Phe He Val Ala Ala Ser Phe Thr Phe Pro Pro Ala Met 
60 65 70 75 80 



wo 98/54963 



PCTAJS98/11422 



523 



Tyr Lys Asp Phe Tyr Phe Ser lie Ser Leu His Leu Pro Thr Leu Leu 
85 90 95 

5 Phe Xaa Xaa Xaa Phe Val Phe Ser Leu Leu Pro Pro 
100 105 



10 (2) INFORMATION FOR SEQ ID NO: 311: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 amino acicJs 

(B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 311: 

Met Cys Ser Pro Ser Leu Ser Ser Ser Pro Pro Pro Leu Leu Gin Val 
15 10 15 

20 

Phe Phe Phe Phe Phe Phe Ser Pro His Trp Ala Ala Lys Val Val Pro 
20 25 30 

Gin Trp Lys Xaa Arg His Pro Gin Val Ser Ser Gin Leu Leu Leu Cys 
25 35 40 45 

Phe Leu Arg Val Asn Cys Gin Phe Leu Phe Leu Gin Glu lie Leu Phe 
50 55 60 

30 Xaa 
65 



35 (2) INFORMATION FOR SEQ ID NO: 312: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: *50 amino acids 

(B) TYPE: amino acid 
40 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 312: 



45 



55 



Met Cys Leu Ser Arg Trp Lys He Phe Tyr Thr Leu Leu He Leu Phe 
15 10 15 

Xaa Xaa Phe Ser He Thr Ser Glu Xaa Glu Thr Phe Tyr Met He He 
20 25 30 



He His His Asn Pro Thr Gin He Thr Ala Ser Cys Ser* Phe Thr Phe 
50 35 40 45 



Leu Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 313: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 293 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTXON: SEQ ID NO: 3X3: 

5 Met Glu Arg Pro Asp Trp Glu Thr Ala He Gin Lys Pro Leu Cys Ser 
15 10 15 

Leu Pro Ala Gly Ser Gly Asn Ala Leu Ala Ala Ser Leu Asn His Tyr 
20 25 30 

10 

Ala Gly Tyr Xaa Gin Val Thr Asn Glu Asp Leu Leu Thr Asn Cys Thr 
35 40 45 

Leu Leu Leu Cys Arg Arg Leu Leu Ser Pro Met Asn Leu Leu Ser Leu 
15 50 55 60 

His Thr Ala Ser Gly Leu Arg Leu Phe Ser Val Leu Ser Leu Ala Trp 
65 70 75 80 

20 Gly Phe He Ala Asp Val Asp Leu Glu Ser Glu Lys Tyr Arg Arg Leu 
85 90 95 

Gly Glu Met Arg Phe Thr Leu Gly Thr Phe Leu Arg Leu Ala Ala Leu 
100 105 110 

25 

Arg Thr Tyr Arg Gly Arg Leu Ala Tyr Leu Pro Val Gly Arg Val Gly 
115 120 125 

Ser Lys Thr Pro Ala Ser Pro Val Val Val Gin Gin Gly Pro Val Asp 
30 . 130 135 140 

Ala His Leu Val Pro Leu Glu Glu Pro Val Pro Ser His Trp Thr Val 
145 150 155 160 

35 Val Pro Asp Glu Asp Phe Val Leu Val Leu Ala Leu Leu His Ser His 
165 170 175 

Leu Gly Ser Glu Met Phe Ala Ala Pro Met Gly Arg Cys Ala Ala Gly 
180 185 190 

40 

Val Met His Leu Phe Tyr Val Arg Ala Gly Val Ser Arg Ala Met Leu 
195 200 205 

Leu Arg Leu Phe Leu Ala Met Glu Lys Gly Arg His Met Glu Tyr Glu 
45 210 215 220 

Cys Pro Tyr Leu Val Tyr Val Pro Val Val Ala Phe Arg Leu Glu Pro 
225 230 235 240 

50 Lys Asp Gly Lys Gly Val Phe Ala Val Asp Gly Glu Leu Met Val Ser 
245 250 255 

Glu Ala Val Gin Gly Gin Val His Pro Asn Tyr Phe Trp Met Val Ser 
260 265 270 

55 

Gly Cys Val Glu Pro Pro Pro Ser Trp Lys Pro Gin Gin Met Pro Pro 
275 280 285 



60 



Pro Glu Glu Pro Leu 
290 
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(2) INFORMATION FOR SEQ ID NO: 314: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 314: 

Met Pro Leu Glu Gly Phe Cys Leu Val Leu Asp He Gly Phe Leu Leu 
15 10 15 

15 Val Met Leu He Ser Leu Ala Ser Glu Cys Phe Thr Thr Cys Leu Asp 
20 25 30 



20 



Ser Phe Ser Thr Thr Glu Pro Gly Cys Lys Phe Tyr Lys Leu Leu His 
35 40 45 

Ser Val Ser Leu Leu Asn He Asn Phe Asn Val Lys Ser Leu Leu Cys 
50 55 60 



Ser His He Xaa 
25 65 



(2) INFORMATION FOR SEQ ID NO: 315: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 315: 

Met Pro Leu Gin Leu Ser Gly Gin Tyr Trp He Ser Leu Leu Val Phe 
1 5 * ' 10 15 

40 Leu Ser Leu Gin Pro Phe Pro Gin Ala Ala He Pro Cys Ala Leu Thr 
20 25 30 

Asp Val Gly Gly Ser Cys Val He Cys His He Leu Leu Asn Cys Leu 
35 40 45 

45 

Cys He Leu Phe Thr Leu Thr Ala Pro Ser Leu Ser His Val Leu Leu 
50 55 60 

He Lys Met Ser Leu Ser Val Cys Tyr Glu Pro Gly Ala Asp Leu Ser 
50 65 70 75 80 

Asp Arg Ala Ala Thr Gly Asn Lys Lys Leu Thr Arg Ser Thr Cys Leu 
85 90 95 

55 Leu Met His Ser Asn Lys Leu Cys Xaa 
100 105 



60 (2) INFORMATION FOR SEQ ID NO: 316: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 amino acids 

(B) TYPE: ainino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 316: 

Met Trp Gly Cys Ser Gly Leu Gly His Arg Thr Val Ser Phe Leu Leu 
15 10 15 

Leu Leu Pro Cys Ser Phe Pro Arg Pro Cys Xaa Leu Phe Gly Leu lie 
20 25 30 

Pro He Ser Arg Pro Cys Lys Val Glu Ala Pro Arg Leu Ser Val Pro 
35 40 45 

Xaa Leu Ser Cys Ala Ser His Pro Tyr Cys Asn Cys Pro Met Ser Thr 
50 55 60 

Ser Cys Pro Leu Pro Arg Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 317: 

ti) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 39 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 317: 

Met Leu Asn Val Leu Ser Lys Val Gin Gin Leu Val Ser Xaa Leu Gly 
1 5 10 15 

Leu Val Thr Phe Leu Leu Asn His Ser Ala Ala Gly Gly Ser Pro Gin 
20 25 30 

His Arg Trp Leu Leu Leu Xaa 
35 



(2) INFORMATIC»< FOR SEQ ID NO: 318: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 72 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 318; 

Met Lys Ala He Ala Arg Ala Cys Leu Leu Leu Ser Leu Leu Val Leu 
15 10 15 

Pro His Val Val Ser Glu His Leu Phe Trp His His Asn Pro Arg His 
20 25 30 



Pro Val He Trp Pro Phe Pro Pro Phe His Leu He Ser Cys Ser Val 
35 40 45 
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Ser Ala Ser Thr Trp His Leu Gly Glu Xaa Leu Leu Leu Leu Val Pro 
50 55 60 

lie Ala Pro Ser Val Trp Ser Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 319: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 319: 

Met Glu Gin Gly Gly Gly Pro Arg Leu Leu Leu Leu lie Pro Gly Leu 
15 10 15 

Leu His Asn Thr Tyr Leu Ala Arg Pro Gly Asp Phe Pro Ala Gin Gly 
20 25 30 

Thr Thr Glu Asn Thr Glu Cys Gin Gly Ser Pro Ser Pro lie Ser His 
35 40 45 

Leu Gly Lys Val Arg Ser Leu Asp Ser Asn Thr Gin lie Xaa 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 320: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 286 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 320: 

Met Pro Leu Leu Phe Phe Ser Val Ser Thr Leu Phe Ser Gly Ser Val 
15 10 15 

Thr Leu Gin Gin Arg Gly Met Phe Leu Pro Trp Thr Gly Thr Gly Glu 
20 25 30 

Gin Val Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu lie Leu Glu Met 
35 40 45 

Asn Val Gin Ser Val Arg Ser Thr Asp Pro Gin Arg Leu Gly Gly Leu 
50 55 60 

Asp Thr Arg Pro His Tyr He Thr Arg Arg Tyr Ala Glu Phe Ser Ser 
65 70 75 80 

Ala Leu Val Ser He Asn Gin Thr He Pro Asn Glu Arg Thr Met Gin 
85 90 95 

Leu Leu Gly Gin Leu Gin Val Glu Val Glu Asn Phe Val Leu Arg Val 
100 105 110 

Ala Ala Glu Phe Ser Ser Arg Lys Glu Gin Leu Val Phe Leu He Asn 
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115 120 125 

Asn Tyr Asp Met Met Leu Gly Val Leu Met Glu Arg Ala Ala Asp Asp 
130 135 140 

Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr Gin 
145 150 155 160 

Glu Phe lie Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Val Ala 
165 170 175 

Phe Val Lys Glu Ala Glu Ala Leu lie Glu Arg Gly Gin Ala Glu Arg 
180 185 190 

Leu Arg Gly Glu Glu Ala Arg Val Thr Gin Leu lie Arg Gly Phe Gly 
195 200 205 

Ser Ser Trp Lys Ser Ser Val Glu Ser Leu Ser Gin Asp Val Met Arg 
210 215 220 

Ser Phe Thr Asn Phe Arg Asn Gly Thr Ser He He Gin Gly Ala Leu 
225 230 235 240 

Thr Gin Leu He Gin Leu Tyr His Arg Phe His Arg Val Leu Ser Gin 
245 250 255 

Pro Gin Leu Arg Ala Leu Pro Ala Arg Ala Glu Leu He Asn He His 
260 265 270 

His Leu Met Val Glu Leu Lys Lys His Lys Pro Asn Phe Xaa 
275 280 285 



(2) INFORMATION FOR SEQ ID NO: 321: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 ainino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 321: 

Met Phe Arg Ala Leu Arg Asp Leu Leu Thr His Tyr Pro Gin Gin He 
15 10 15 

Leu Leu Gin Val Leu Val Val Met Tyr Gin Val Leu Gin Val Trp Glu 
20 25 30 

Leu Pro Trp Pro Glu Leu He His Leu Gin Gly He Val Pro Thr Asp 
35 40 45 

Gin Leu His Leu Lys Gin Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 322: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 322: 

Asp Phe Val Pro Val Leu Val Phe Val Leu lie Lys Ala Asn Pro Pro 
15 10 15 

Cys Leu Leu Ser Thr Val Gin Tyr lie Ser Ser Phe Tyr Ala Ser Cys 
20 25 30 

Leu Ser Gly Glu Glu Ser Tyr Trp Trp Met Gin Phe Thr Ala Ala Val 
35 40 45 

Glu Phe lie Lys Thr lie Asp Asp Arg Lys Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 323: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 120 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 323: 

Met His Pro Ala Arg Lys Leu Leu Ser Leu Leu Phe Leu He Leu Met 
15 10 15 

Gly Thr Glu Leu Thr Gin Asp Ser Ala Ala Pro Asp Ser Leu Leu Arg 
20 25 30 

Ser Ser Lys Gly Ser Thr Arg Gly Ser Leu Ala Ala He Val He Trp 
35 40 45 

Arg Gly Lys Ser Glu Ser Arg He Ala Lys Thr Pro Gly He Phe Arg 
50 5^5 60 

Gly Gly Gly Thr Leu Val Leu Pro Pro Thr His Thr Pro Glu Trp Leu 
65 70 75 80 

He Leu Pro Leu Gly He Thr Leu Pro Leu Gly Ala Pro Glu Thr Gly 
85 90 95 

Gly Gly Asp Cys Ala Ala Glu Thr Trp Lys Gly Ser Gin Arg Ala Gly 
100 105 110 

Gin Leu Cys Ala Leu Leu Ala Xaa 
115 120 



(2) INFORMATION FOR SEQ ID NO: 324: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCrE DESCRIPTION: SEQ ID NO: 324: 
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Phe Phe Leu Val Val Phe Ser Leu Ser Phe Xaa Pro Ser Val Leu Thr 
15 10 15 

Ser Pro Val His Xaa Pro His Cys Cys Gin Xaa Asp Xaa lie Leu Phe 
20 25 30 

Lys Asn Thr Leu Xaa Xaa Phe Xaa Ala Lys Tyr Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 325: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 325: 

Met Phe Ser Arg Thr Ser Asn Phe Trp Thr Phe Phe Phe Gin Phe Leu 
15 10 15 

He Phe Lys Val Phe Leu Val Leu Lys Asn Xcia Phe Thr Ser Gin Lys 
20 25 30 

He Xaa Xaa He Xaa Xaa Glu Lys Pro Lys Lys Lys Lys Xaa Arg Gly 
35 40 45 

Gly Arg Ala Pro Ser Pro Gin Gly Gly Pro Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 326: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ^18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 326: 

Met Gly Leu Leu He Phe Met Leu Leu He Gly He His Ser Gin Cys 
15 10 15 

Ser Xaa 



(2) INFORMATION FOR SEQ ID NO: 327: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 87 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 327: 



Met Val Leu Phe Cys Phe Val Leu Phe Cys Phe Val Phe Glu Met Asp. 
15 10 15 
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Ser Ser Ser Val Thr Gin Ala Gly Val Gin Trp Cys Asp Leu Gly Ser 
20 25 30 

Leu Gin Ala Pro Pro Pro Gly Phe Ser Pro Phe Ser Cys Leu Ser Leu 
5 35 40 45 

Pro Ser Ser Trp Asp Tyr Arg Arg Pro Pro Pro Arg Pro Ala Asn Phe 
50 55 60 

10 Leu Tyr Phe Leu Val Glu Thr Gly Phe His His Val Ser Gin Asp Gly 
65 70 75 80 

Leu Asp Leu Leu Thr Ser Xaa 
85 

15 



(2) INFORMATION FOR SEQ ID NO: 328: 

20 ti) SEQUENCE CHARACTERISTICS: 

(A) LEbJGTH: 538 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»J: SEQ ID NO: 328: 

25 

Met Ser Thr Lys Lys Leu Cys He Val Gly Gly He Leu Leu Val Phe 
15 10 15 

Gin He He Ala Phe Leu Val Gly Gly Leu He Ala Pro Gly Pro Thr 
30 20 25 30 

Thr Ala Val Ser Tyr Met Ser Val Lys Cys Val Asp Ala Arg Lys Asn 
35 40 45 

35 His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro Asn His Cys Asp 
50 55 60 

Lys He Arg Asp He Glu Glu Ala He Pro Arg Glu He Glu Ala Asn 
65 70 75 80 

40 

Asp He Val Phe Ser Val His He Pro Leu Pro His Met Glu Met Ser 
85 90 95 

Pro Trp Phe Gin Phe Met Leu Phe He Leu Gin Leu Asp He Ala Phe 
45 100 105 110 

Lys Leu Asn Asa Gin He Arg Glu Asn Ala Glu Val Ser Met Asp Val 
115 120 125 

50 Ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp Thr Glu Met Ala 
130 135 140 

His Glu Arg Val Pro Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys 
145 150 155 160 

55 

Thr Pro Glu His Glu Gly Arg Tyr Tyr Glu Cys Asp Val Leu Pro Phe 
165 170 175 



60 



Met Glu He Gly Ser Val Ala His Lys Phe Tyr Leu Leu Asn He Arg 
ISO 185 190 
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Leu Pro Val Asn Glu Lys Lys Lys He Asn Val Gly He Gly Glu He 
195 200 205 

Lys Asp He Arg Leu Val Gly He His Gin Asn Gly Gly Phe Thr Lys 
210 215 220 

Val Trp Phe Ala Met Lys Thr Phe Leu Thr Pro Ser He Phe He He 
225 230 235 240 

Met Val Trp Tyr Trp Arg Arg He Thr Met Met Ser Arg Pro Pro Val 
245 250 255 

Leu Leu Glu Lys Val He Phe Ala Leu Gly He Ser Met Thr Phe He 
260 265 270 

Asn He Pro Val Glu Trp Phe Ser He Gly Phe Asp Trp Thr Trp Met 
275 280 285 

Leu Leu Phe Gly Asp He Arg Gin Gly He Phe Tyr Ala Met Leu Leu 
290 295 300 

Ser Phe Trp He He Phe Cys Gly Glu His Met Met Asp Gin His Glu 
305 310 315 320 

Arg Asn His He Ala Gly Tyr Trp Lys Gin Val Gly Pro He Ala Val 
325 330 335 

Gly Ser Phe Cys Leu Phe He Phe Asp Met Cys Glu Arg Gly Val Gin 
340 345 350 

Leu Thr Asn Pro Phe Tyr Ser He Trp Thr Thr Asp He Gly Thr Glu 
355 360 365 

Leu Ala Met Ala Phe He He Val Ala Gly He Cys Leu Cys Leu Tyr 
370 375 380 

Phe Leu Phe Leu Cys Phe Met Val Phe Gin Val Phe Arg Asn He Ser 
385 390 395 400 

Gly Lys Gin Ser Ser Leu Pro Ala Met Ser Lys Val Arg Arg Leu His 
405 410 415 

Tyr Glu Gly Leu He Phe Arg Phe Lys Phe Leu Met Leu He Thr Leu 
420 425 430 

Ala Cys Ala Ala Met Thr Val He Phe Phe He Val Ser Gin Val Thr 
435 440 445 

Glu Gly His Trp Lys Trp Gly Gly Val Thr Val Gin Val Asn Ser Ala 
450 455 460 

Phe Phe Thr Gly He Tyr Gly Met Trp Asn Leu Tyr Val Phe Ala Leu 
465 470 475 480 



Met Phe Leu Tyr Ala Pro Ser His Lys Asn Tyr Gly Glu Asp Gin Ser 
485 490 495 



Asn Gly Met Gin Leu Pro Cys Lys Ser Arg Glu Asp Cys Ala Leu Phe 
500 505 510 
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Val Ser Glu Leu Tyr Gin Glu Leu Phe Ser Ala Ser Lys Tyr Ser Phe 
515 520 525 

5 He Asn Asp Asn Ala Ala Ser Gly He Xaa 
530 535 



10 (2) INFORMATION FOR SEQ ID NO: 329: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 202 amino acids 

(B) TVTE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 329: 

Met Gly He Ala Leu Ala Val Leu Gly Trp Leu Ala Val Met Leu Cys 
15 10 15 

20 

Cys Ala Leu Pro Met Trp Arg Val Thr Ala Phe He Gly Ser Asn He 
20 25 30 

Val Thr Ser Gin Thr He Trp Glu Gly Leu Trp Met Asn Cys Val Val 
25 35 40 45 

Gin Ser Thr Gly Gin Met Gin Cys Lys Val Tyr Asp Ser Leu Leu Ala 
50 55 60 

30 Leu Pro Gin Asp Leu Gin Ala Ala Arg Ala Leu Val He He Ser He 
65 70 75 80 

He Val Ala Ala Leu Gly Val Leu Leu Ser Val Val Gly Gly Lys Cys 
85 90 95 

35 

Thr Asn Cys Leu Glu Asp Glu Ser Ala Lys Ala Lys Thr Met He Val 
100 105 110 

Ala Gly Val Val Phe Leu Leu Ala Gly Leu Met Val He Val Pro Val 
40 115 120 125 

Ser Trp Thr Ala His Asn He He Gin Asp Phe Tyr Asn Pro Leu Val 
130 135 140 

45 Ala Ser Gly Gin Lys Arg Glu Met Gly Ala Ser Leu Tyr Val Gly Trp 
145 150 155 160 

Ala Ala Ser Gly Leu Leu Leu Leu Gly Gly Gly Leu Leu Cys Cys Asn 
165 170 ■ 175 

50 

Cys Pro Pro Arg Thr Asp Lys Pro Tyr Ser Ala Lys Tyr Ser Ala Ala 
180 185 190 

Arg Ser Ala Ala Ala Ser Asn Tyr Val Xaa 
55 195 200 



60 



(2) INFORMATION FOR SEQ ID NO: 330: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 330: 

Met Ala Thr Val Thr Ala Thr Thr Lys Val Pro Glu He Arg Asp Val 
1 5 10 15 

10 Thr Arg He Glu Arg He Gly Ala His Ser His He Arg Gly Leu Gly 
20 25 30 

Leu Asp Asp Ala Leu Glu Pro Arg Gin Ala Ser Gin Gly Met Val Gly 
35 40 45 

15 

Gin Leu Ala Ala Arg Arg Ala Ala Gly Val Val Leu Glu Met He Arg 
50 55 60 

Glu Gly Lys He Ala Gly Arg Ala Val Leu He Ala Gly Gin Pro Gly 
20 65 70 75 80 

Thr Gly Lys Thr Ala He Ala Met Gly Met Ala Gin Ala Leu GLy Pro 
85 90 95 

25 Asp Thr Pro Phe Thr Ala He Ala Gly Ser Glu He Phe Ser Leu Glu 
100 105 110 

Met Ser Lys Thr Glu Ala Leu Thr Gin Ala Phe Arg Arg Ser He Gly 
115 120 125 

30 

Val Arg He Lys Glu Glu Thr Glu He He Glu Gly Glu Val Val Glu 
130 135 140 

He Gin He Asp Arg Pro Ala Thr Gly Thr Gly Ser Lys Val Gly Lys 
35 145 150 155 160 

Leu Thr Leu Lys Thr Thr Glu Met Glu Thr He Tyr Asp Leu Gly Thr 
165 * ' 170 175 

40 Lys Met He Xaa Ser Leu Thr Lys Asp Lys Val Gin Ala Gly Asp Val 
180 185 190 

He Thr He Asp Lys Ala Thr Gly Lys He Ser Lys Leu Gly Arg Ser 
195 200 205 

45 

Phe Thr Arg Ala Arg Glu Leu Arg Arg Tyr Gly Leu Pro Asp Gin Val 
210 215 220 

Arg Ala Val Pro Arg Trp Gly Ala Pro Glu Thr Gin Gly Gly Gly Ala 
50 225 230 235 240 

His Arg Val Pro Ala Arg Asp Arg Arg His Gin Leu Ser His Pro Gly 
245 250 255 

55 Leu Pro Gly Ala Leu Leu Arg 
260 



60 



(2) INFORMATION FOR SEQ ID NO: 331: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENC3TH; 260 amino acids 

(B) TfPE: amino acid 
5 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 331: 

Met Leu Ala Leu Leu Gly Leu Ser Gin Ala Leu Asn lie Leu Leu Gly 
15 10 15 

10 

Leu Lys Gly Leu Ala Pro Ala Glu He Ser Ala Val Cys Glu Lys Gly 
20 25 30 

Asn Phe Asn Val Ala His Gly Leu Ala Trp Ser Tyr Tyr He Gly Tyr 
15 35 40 45 

Leu Arg Leu He Leu Pro Glu Leu Gin Ala Arg He Arg Thr Tyr Asn 
50 55 60 

20 Gin His Tyr Asn Asn Leu Leu Arg Gly Ala Val Ser Gin Arg Leu Tyr 
65 70 75 80 

He Leu Leu Pro Leu Asp Cys Gly Val Pro Asp Asn Leu Ser Met Ala 

25 

Asp Pro Asn He Arg Phe Leu Asp Lys Leu Pro Gin Gin Thr Gly Asp 
100 105 110 

Arg Ala Gly He Lys Asp Arg Val Tyr Ser Asn Ser He Tyr Glu Leu 
30 115 120 125 

Leu Glu Asn Gly Gin Arg Ala Gly Thr Cys Val Leu Glu Tyr Ala Thr 
130 135 140 

35 Pro Leu Gin Thr Leu Phe Ala Met Ser Gin Tyr Ser Gin Ala Gly Phe 
145 150 155 160 

Ser Gly Glu Asp Arg Leu Glu Gin Ala Lys Leu Phe Cys Arg Thr Leu 
165 170 175 

40 

Glu Asp He Leu Ala Asp Ala Pro Glu Ser Gin Asn Asn Cys Arg Leu 
180 185 190 

He Ala Tyr Gin Glu Pro Ala Asp Asp Ser Ser Phe Ser Leu Ser Gin 
^5 195 200 205 

Glu Val Leu Arg His Leu Arg Gin Glu Glu Lys Glu Glu Val Thr Val 
210 215 220 

50 Gly Ser Leu Lys Thr Ser Ala Val Pro Ser Thr Ser Thr Met Ser Gin 
225 230 235 240 

Glu Pro Glu Leu Leu He Ser Gly Met Glu Lys Pro Leu Pro Leu Arg 
245 250 255 

Thr Asp Phe Ser 
260 



60 
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(2) INFORMATION FOR SEQ ID NO: 332: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LE39GTH: 48 amino acids 
5 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 332: 

Met Thr Pro Gin Lys Pro Ala Leu Ala Val Leu Leu Leu Glu Val Pro 
10 1 5 10 15 

Leu Leu Leu Thr Leu Ser Val Leu Lys Lys Arg Cys Leu Val Thr Cys 
20 25 30 

15 Glu Pro Thr Ser Arg Phe Val Ser Cys Asp Leu Pro Leu Ser Val Xaa 
35 40 45 



20 



(2) INFORMATION FOR SEQ ID NO: 333: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 334 amino acids 

(B) TYPE: amino acid 
tD) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 333: 

30 

Met Ala Ala Ala Ala Trp Leu Gin Val Leu Pro Val He Leu Leu Leu 
15 10 15 

Leu Gly Ala His Pro Ser Pro Leu Ser Phe Phe Ser Ala Gly Pro Ala 
35 20 25 30 

Thr Val Ala Ala Ala Asp Arg Ser Lys Trp His He Pro He Pro Ser 
35 ' ' 40 45 

40 Gly Lys Asn Tyr Phe Ser Phe Gly Lys He Leu Phe Arg Asn Thr Thr 
50 55 60 

He Phe Leu Lys Phe Asp Gly Glu Pro Cys Asp Leu Ser Leu Asn He 
65 70 75 80 

45 

Thr Trp Tyr Leu Lys Ser Ala Asp Cys Tyr Asn Glu He Tyr Asn Phe 
85 90 95 

Lys Ala Glu Glu Val Glu Leu Tyr Leu Glu Lys Leu Lys Glu Lys Arg 
50 100 105 110 

Gly Leu Ser Gly Lys Tyr Gin Thr Ser Ser Lys Leu Phe Gin Asn Cys 
115 120 125 

55 Ser Glu Leu Phe Lys Thr Gin Thr Phe Ser Gly Asp Phe Met His Arg 
130 135 140 



60 



Leu Pro Leu Leu Gly Glu Lys Gin Glu Ala Lys Glu Asn Gly Thr Asn 
145 150 155 160 
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Leu Thr Phe lie Gly Asp Lys Thr Ala Met His Glu Pro Leu Gin Thr 
165 170 175 

Trp Gin Asp Ala Pro Tyr lie Phe He Val His lie Gly He Ser Ser 
180 185 190 

Ser Lys Glu Ser Ser Lys Glu Asn Ser Leu Ser Asn Leu Phe Thr Met 
195 200 205 

Thr Val Glu Val Lys Gly Pro Tyr Glu Tyr Leu Thr Leu Glu Asp Tyr 
210 215 220 

Pro Leu Met He Phe Phe Met Val Met Cys He Val Tyr Val Leu Phe 
225 230 235 240 

Gly Val Leu Trp Leu Ala Trp Ser Ala Cys Tyr Trp Arg Asp Leu Leu 
245 250 255 

Arg He Gin Phe Trp He Gly Ala Val He Phe Leu Gly Met Leu Glu 
260 265 270 

Lys Ala Val Phe Tyr Ala Glu Phe Gin Asn He Arg Tyr Lys Gly Xaa 
275 280 285 

Ser Val Gin Gly Ala Leu He Leu Ala Glu Leu Leu Ser Ala Val Lys 
290 295 300 

Arg Ser Leu Ala Arg Thr Leu Val He He Val Ser Leu Gly Tyr Gly 
305 310 315 320 

He Val Lys Pro Arg Leu Glu Ser Leu Phe He Arg Leu Xaa 
325 330 



(2) INFORMATION FOR SEQ ID NO: 334: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 200 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 334: 

Met Val Leu Xaa Val Val Thr Leu Gly Leu Ala Leu Phe Thr Leu Cys 
15 10 15 

Gly Lys Phe Lys Arg Trp Lys Leu Asn Gly Ala Phe Leu Leu He Thr 
20 25 30 

Ala Phe Leu Ser Val Leu He Trp Val Ala Trp Met Thr Met Tyr Leu 
35 40 45 

Phe Gly Asn Val Lys Leu Gin Gin Gly Asp Ala Trp Asn Asp Pro Thr 
50 55 60 

Leu Ala He Thr Leu Ala Ala Ser Ala Gly Ser Ser Ser Ser Ser Thr 
65 70 75 80 

Pro Ser Leu Arg Ser Thr Ala Pro Phe Cys Gin Pro Cys Arg Arg Thr 
85 90 95 
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Arg Pro Thr Thr Ser Thr Arg Arg Ser Pro Gly Cys Gly Arg Arg Pro 
100 105 110 

Ser Arg Arg Thr Cys Ser Cys Arg Gly Pro lie Trp Arg Thr Arg Pro 
115 120 125 

Ser Pro Trp Met Asn Thr Met Gin Leu Ser Glu Gin Gin Asp Phe Pro 
130 135 140 

Thr Ala Ala Trp Glu Lys Asp Pro Val Ala Ala Trp Gly Lys Asp Pro 
145 150 155 160 

Ala Leu Arg Leu Glu Ala Thr Cys lie Ser Gin Leu Arg Trp Pro Ser 
165 170 175 

Cys Ser Thr Val Gly Pro Ser Gin Leu Leu Arg Gin Val Thr Gin Glu 
180 185 190 

Xaa Thr Phe Gly Glu Arg Leu Xaa 
195 200 



(2) INFORMATION FOR SEQ ID NO: 335: 

(i) SEQUENTCE CHARACTERISTICS: 

(A) LENGTH: 24 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 335: 

Met Leu Leu His His Gin Leu Leu He Val Thr Leu His Leu Val Leu 
15 10 15 

Leu Leu Ala Thr Leu Leu Val Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 336: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 143 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 336: 

Met Thr Lys Ala Leu Leu He Tyr Leu Val Ser Ser Phe Leu Ala Leu 
15 10 15 

Asn Gin Ala Ser Leu He Ser Arg Cys Asp Leu Ala Gin Val Leu Gin 
20 25 30 

Leu Glu Asp Leu Asp Gly Phe Glu Gly Tyr Ser Leu Ser Asp Trp Leu 
35 40 45 

Cys Leu Ala Phe Val Glu Ser Lys Phe Asn He Ser Lys He Asn Glu 
50 55 60 
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Asn Ala Asp Gly Ser Phe Asp Tyr Gly Leu Phe Gin lie Asn Ser His 
65 70 75 80 

Tyr Trp Cys Asn Xaa Tyr Lys Ser Tyr Ser Glu Asn Leu Cys His Val 
85 90 95 

Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu Leu Ala Gly lie His Cys 
100 105 110 

Ala Lys Arg He Val Ser Gly Ala Arg Gly Met Asn Asn Trp Val Arg 
115 120 125 

Met Glu Xaa Cys Thr Val Gin Ala Gly His Ser Ser Thr Gly Xaa 
130 135 140 



(2) INFORMATION FOR SEQ ID NO: 337: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 337: 



Met Leu Val He Ala Gly Gly He 
1 5 

Val Val Val Leu Cys Leu Tyr Phe 
20 

Ala Lys Glu Pro Glu Ala Val Ala 
35 40 



Leu Ala Ala Leu Leu Leu Leu He 
10 15 

Lys He His Asn Ala Leu Lys Ala 
25 30 

Val Lys Asn His Asn Pro Asp Lys 
45 



Val Trp Trp Ala Lys Asn Ser Gin Ala Lys Thr He Ala Thr Glu Ser 
50 55 60 

Cys Pro Ala Leu Gin Cys Cys Glu Gly Tyr Arg Met Cys Ala Ser Phe 
65 70 75 80 

Asp Ser Leu Pro Pro Cys Cys Cys Asp He Asn Glu Gly Leu Xaa 
85 90 95 



(2) INFORMATION FOR SEQ ID NO: 338: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCm: 38 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

<xi) SEQUENCE DESCRIPTION: SEQ ID NO: 338: 

Met Leu Leu Lys Ser Asn He Leu Met Leu Asn Leu Phe Ala Ala Asn 
15 10 15 

Val Gly Ala Asn Phe Ala Leu Thr Val Glu Lys He Gly Met He Leu 
20 25 30 

Leu Asn Val Ser Gly Xaa 
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35 



(2) INFORMATION FOR SEQ ID NO: 339: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 339: 

Met Leu Val Val Ala Phe Gly Leu Leu Val Leu Tyr lie Leu Leu Ala 
15 10 15 

Ser Ser Trp Lys Arg Pro Glu Pro Gly He Leu Thr Asp Arg Gin Pro 
20 25 30 

Leu I^u His Asp Gly Glu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 340: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 340: 

Ser Asp Pro Leu Ala Ser Ala Ser Gin Asn Ala Gly He Val Ser Val 
15 10 15 

Gly Leu Cys Thr Arg Pro Gly Pro Gin Phe Lys Asn Ala Gin Pro Pro 
20 25 30 

Phe Pro Xaa Gin Lys Ala Pro Arg Cys Leu Trp Glu Asn Gin Pro Pro 
35 40 45 

Pro Trp Arg Lys Ala Trp Asp Leu Pro Ser His Leu Gly Arg Arg Gly 
50 55 60 

He Cys Gly Lys Ser Phe Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 341: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO; 341: 

Tyr Val Met He Phe Lys Lys Glu Phe Ala Pro Ser Asp Glu Glu Leu 
15 10 15 

Asp Ser Tyr Arg Arg Gly Glu Glu Trp Asp Pro Gin Lys Ala Glu Glu 
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20 25 30 

Lys Arg Asn Xaa Lys Glu Leu Ala Gin Arg Gin Xaa Gly Gly Gly Ser 
35 40 45 

Pro Ala Gly Ala Cys Gly Gly Glu Pro Cys Gin Arg Leu Gin Gly Gin 
50 55 60 

Val Gin Pro Pro His Arg Gin Gly Ser Ser Gin Arg Arg Ser Pro His 
65 70 75 80 

Ala Thr Gly Gin Xaa 
85 



(2) INFORMATION FOR SEQ ID NO: 342: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 342: 

Met Trp Asp Trp Asp Trp Ser Ala Pro Trp Ser Trp Pro Leu Trp Leu 
15 10 15 

Ser Leu Ala Leu Val Cys Leu Ser Ala Gly Ala Lys Gly His Arg Ala 
20 25 30 

Ser Glu Ala Gly His Ala Arg Ala Leu Thr Cys Glu Met Gly Ser Glu 
35 40 45 

Phe Xaa Thr Ala Xaa Gly Leu Val Leu Gly Xaa Xaa Xaa Trp Thr Xaa 
50 55 60 

Xaa Asn Gly Ser Ala Gly Pro Glu Arg Arg Gly Trp Arg Pro Ala Ala 
65 70 75 80 

Phe Leu Ala Val Phe Leu Leu Gly Asp Xaa 
85 90 



(2) INFORMATION FOR SEQ ID NO: 343: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 343: 

Met Phe Gly Pro Thr Phe His Ser Leu Val Leu Val Pro Pro Trp Pro 
15 10 15 

Asn Leu Ser Leu Leu His Phe Thr Ser Pro Val Gly Gin His Ser Ser 
20 25 30 

Phe Leu Pro Thr Ser Leu Arg Leu Xaa Lys Lys Lys Lys Lys Lys Lys 
35 40 45 
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(2) INFORMATION FOR SEQ ID NO: 344: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: andno acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 344: 

Met Cys Ser Lys Asn Gly Phe Leu Leu Ala Trp Ser Trp Asn Ser Pro 
15 10 15 

Trp Leu Pro Gin Ala Ser Leu Ala His Gly Cys Trp Gly Arg Trp Met 
20 25 30 

Ser Asp Leu Val Gly Cys Ser Arg Glu Asn Lys Cys Ala Leu Arg Asp 
35 40 45 

His Ser Glu Arg Val Gin Gly Xaa 
50 55 



(2) INFORMATION FOR SEQ ID NO: 345: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 222 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 345: 

Ser Pro Leu Xaa Phe Cys Val Val Leu Leu Leu Gin Ala Ala Arg Gly 
1 5 ■ 10 15 

Tyr Val Val Arg Lys Pro Ala Gin Ser Arg Leu Asp Asp Asp Pro Pro 
20 25 30 

Pro Ser Thr Leu Leu Lys Asp Tyr Gin Asn Val Pro Gly lie Glu Lys 
35 40 45 

Val Asp Asp Val Val Lys Arg Leu Leu Ser Leu Glu Met Ala Asn Lys 
50 55 60 

Lys Glu Met Leu Lys lie Lys Gin Glu Gin Phe Met Lys Lys He Val 
65 70 75 80 

Ala Asn Pro Glu Asp Thr Arg Ser Leu Glu Ala Arg He He Ala Leu 
85 90 95 

Ser Val Lys He Arg Ser Tyr Glu Glu His Leu Glu Lys His Arg Lys 
100 105 110 



Asp Lys Ala His Lys Arg Tyr Leu Leu Met Ser He Asp Gin Arg Lys* 
115 120 125 
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Lys Met Leu Lys Asn Leu Arg Asn Thr Asn Tyr Asp Val Phe Glu Lys 
130 135 140 

lie Cys Trp Gly Leu Gly lie Glu Tyr Thr Phe Pro Pro Leu Tyr Tyr 
5 145 150 155 160 

Arg Arg Ala His Arg Arg Phe Val Thr Lys Lys Ala Leu Cys lie Arg 
165 170 175 

10 Val Phe Gin Glu Thr Gin Lys Leu Lys Lys Arg Arg Arg Ala Leu Lys 
180 185 190 



15 



Ala Ala Ala Ala Ala Gin Lys Gin Ala Lys Arg Arg Asn Pro Asp Ser 
195 200 205 

Pro Ala Lys Ala He Pro Lys Thr Leu Lys Asp Ser Gin Xaa 
210 215 220 



20 

(2) INFOKMATION FOR SEQ ID NO: 346: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 346: 

Met Gly Ala Pro Ala Ala Ser Leu Leu Leu Leu Leu Leu Leu Phe Ala 
30 1 5 10 15 

Cys Cys Trp Ala Pro Gly Gly Ala Asn Leu Ser Gin Asp Asp Ser Gin 
20 25 30 

35 Pro Trp Thr Ser Asp Glu Thr Val Val Ala Gly Gly Thr Val Val Leu 
35 40 45 

Lys Cys Gin Val Lys Asp His Glu Asp Ser Ser Leu Gin Trp Ser Xaa 
50 55 60 

40 



45 

(2) INFORMATION FOR SEQ ID NO: 347: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 347: 

Met Val Ala Pro Val Trp Tyr Leu Val Ala Ala Ala Leu Leu Val Gly 
55 1 5 10 15 

Phe He Leu Phe Leu Thr Arg Ser Arg Gly Arg Ala Ala Ser Ala Gly 
20 25 30 



60 Gin Glu Pro 



Leu His Asn Glu Glu Leu Ala Gly Ala Gly Arg Val Ala 
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35 40 45 

Gin Pro Gly Pro Leu Glu Pro Glu Glu Pro Arg Ala Gly Gly Arg Pro 
50 55 60 

Arg Arg Arg Arg Asp Leu Gly Ser Arg Leu Gin Ala Gin Arg Arg Ala 
65 70 75 80 

Gin Arg Val Ala Trp Ala Glu Ala Asp Glu Asn Glu Glu Glu Ala Val 
85 90 95 

lie Leu Ala Gin Glu Glu Glu Gly Val Glu Lys Pro Ala Glu Xaa His 
100 105 110 

Leu Ser Gly Lys lie Gly Ala Lys Lys Leu Arg Xaa Xaa Glu Glu Lys 
115 120 125 

Gin Ala Arg Lys Ala Gin Xaa Glu Ala Glu Glu Ala Glu Arg Glu Xaa 
130 135 140 

Arg Lys Arg Leu Glu Ser Gin Arg Glu Xaia 
145 150 



(2) INFORMATION FOR SEQ ID NO: 348: 

ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 348: 

Met Gin Lys Cys Met Leu Ser Ala Leu Val Phe His lie Gin Trp Ser 
15 10 15 

Xaa 



(2) INFORMATION FOR SEQ ID NO: 349: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 349: 

Met Leu Val Cys Ser Phe Leu Phe Leu Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 350: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LTO3TH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 350: 

Val lie Glu Leu Cys Val Ser Leu Arg Ser Leu Asn Phe Xaa 
15 10 



(2) INFORMATION FOR SEQ ID NO: 351: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 351: 

Met Cys Glu Phe Xaa Xaa Xaa lie Met Xaa Leu Ala Gly Tyr Phe Ala 
15 10 15 

Cys Xaa 



(2) INFORMATION FOR SEQ ID NO: 352: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linesu: 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 352: 

Met Val Gly Gly Tyr Val Ser Ser Phe Ser Phe Pro Pro Val Ser Ser 
15 10 15 

Ser Leu Leu Leu Pro Ala Ser Phe Ala Phe Pro Phe Leu Pro Gly Thr 
20 25 30 • 

Pro Cys Pro Phe Leu Tyr Phe Leu Pro Ser Pro Phe Ser Pro Leu Pro 
35 40 45 

Leu Ser Leu Thr Arg Ser Asn Ser Phe Leu Leu Asn Gly Xaa 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 353: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 353: 

Glu Lys Lys Ser Met Ser Val Ser Asp He Tyr Ala Leu Glu Ser Leu 
15 10 15 

Gly Arg Ser Leu Phe Thr Leu Asn Ser Met Cys Leu Pro Leu Ser Phe 
20 25 30 



Xaa 
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5 <2) INFORMATIC»J FOR SEQ ID NO: 354: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 245 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 354: 

Met Gly Gly Ala Ser Arg Arg Val Glu Ser Gly Ala Trp Ala Tyr Leu 
15 10 15 

15 

Ser Pro Leu Val Leu Arg Lys Glu Leu Glu Ser Leu Val Glu Asn Glu 
20 25 30 

Gly Ser Glu Val Leu Ala Leu Pro Glu Leu Pro Ser Ala His Pro He 
20 35 40 45 

He Phe Trp Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser 
50 55 60 

25 lie Leu Pro Gly Leu Val Leu Ala Ser Cys Asp Gly Pro Ser Xaa Ser 
65 70 75 80 

Gin Ala Pro Ser Pro Trp Leu Thr Pro Asp Pro Ala Ser Val Gin Val 
85 90 95 

30 

Arg Leu Leu Trp Asp Val Leu Thr Pro Asp Pro Asn Ser Cys Pro Pro 
100 105 110 

Leu Tyr Val Leu Trp Arg Val His Ser Gin He Pro Gin Arg Val Val 
35 115 120 125 

Trp Pro Gly Pro Val Pro Ala Ser Leu Ser Leu Ala Leu Leu Glu Ser 
130 13*5 140 

40 Val Leu Arg His Val Gly Leu Asn Glu Val His Lys Ala Val Gly Leu 
145 150 155 160 

Leu Leu Glu Thr Leu Gly Pro Pro Pro Thr Gly Leu His Leu Gin Arg 
165 170 175 

45 

Gly He Tyr Arg Glu He Leu Phe Leu Thr Met Ala Ala Leu Gly Lys 
180 185 190 

Asp His Val Asp He Val Ala Phe Asp Lys Lys Tyr Lys Ser Ala Phe 
50 195 200 205 

Asn Lys Leu Ala Ser Ser Met Gly Lys Glu Glu Leu Arg His Arg Arg 
210 215 220 

55 Ala Gin Met Pro Thr Pro Lys Ala He Asp Cys Arg Lys Cys Phe Gly 
225 230 235 240 



60 



Ala Pro Pro Glu Cys 
245 
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(2) INFORMATION FOR SEQ ID NO: 355: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOliOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 355: 

Met Lys Phe Ser Leu Leu Phe Leu Pro Met Leu Leu lie Leu Lys Pro 
15 10 15 

Asp Leu Phe His lie Ser He Cys Thr Leu Ala Ala Cys Gly Leu Thr 
20 25 30 

Phe Pro Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 356: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 356: 

Met Leu Phe Phe Phe He Leu His Leu Leu Ser He Met Ser Phe Leu 
15 10 15 

Ser Pro Asp He Met Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 357: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 98 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 357: 

Met Phe Gly Leu Leu Val Glu Ser Gin Thr Leu Leu Glu Glu Asn Ala 
15 10 15 

Val Gin Gly Thr Glu Arg Thr Leu Gly Leu Asn He Ala Pro Phe He 
20 25 30 

Asn Gin Phe Gin Val Pro He Arg Val Phe Leu Asp Leu Ser Ser Leu 
35 40 45 

Pro Cys He Pro Leu Ser Lys Pro Val Glu Leu Leu Arg Leu Asp Leu 
50 55 60 

Met Thr Pro Tyr Leu Asn Thr Ser Asn Arg Glu Val Lys Val Tyr VaL 
65 70 75 80 
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Cys Xaa lie Trp Glu Asp Leu Thr Ala lie Pro Phe Trp Val Ser Tyr 
85 90 95 



Val Pro 



(2) INFORMATION FOR SEQ ID NO: 358: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 78 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 358: 

Met Phe Gly Ala His Arg Xaa Trp Gin Gly Ser Val Leu Leu Phe Leu 
15 10 15 

Ser Phe Ala Trp Gly Asn Gly Gly Ser Val Thr Phe Ser Asp Val Pro 
20 25 30 

Arg Val Met Pro Leu Ala Gly Gly Pro Xaa Xaa Gin Val Ser Ser Thr 
35 40 45 

Pro Arg Pro Pro Pro His Gin Val Thr Ser Ser Pro Gly Leu Glu Ser 
50 55 60 

Ala His lie Val Cys Pro Glu Arg Lys Lys Lys Lys Lys Lys 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 359: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:^ 31 amino acids 

(B) TYPE: amino acid 
{D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 359: 

Thr Leu Leu Xaa Phe Leu Xaa Leu Leu Thr Thr Glu Gly Gly Arg Glu 
15 10 15 

Asn lie Phe Xaa Gly Arg He Leu Xaa Leu Gin Xaa Ser Pro Xaa 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 360: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 360: 



Met Leu Ser Phe Phe He Cys Leu Leu He Phe Val His Leu Leu Leu 
15 10 15 
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Leu Ser Phe Leu lie Ser Asp Trp Pro Pro Pro Thr Gly Ser Ala Xaa 
20 25 30 

His Lys He Leu Arg Leu Met Val Val Gin Arg Leu Ser Leu Leu Asp 
5 35 40 45 

Gin Arg Lys Arg Trp Ser Glu Ala Xaa 
50 55 

10 

(2) INFORMATION. FOR SEQ ID NO: 361: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 361: 

20 Lys Tyr Xaa 
1 



25 (2) INFORMATK^ FOR SEQ ID NO: 362: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
30 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 362: 



35 



Trp Ser Ser Ala Ser Ser Ser Trp Val Thr Thr Pro Glu Arg He Arg 
15 10 15 

Pro Arg Met Asp Thr Leu Pro Val Lys Gly His Phe Leu Ser Met Xaa 
20 25 30 



40 



45 



(2) INFORMATION FOR SEQ ID NO: 363: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 28 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 363: 

Asp He Phe Val Phe Leu Leu Ser Thr Arg Ala Gly Gly Leu Gly He 
15 10 15 

55 Asn Leu Thr Ala Xaa Asp Thr Val His Phe Leu Xaa 
20 25 



60 (2) INFORMATION FOR SEQ ID NO: 364: 
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(i) SEQUEtTCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
5 (D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 364: 

Thr Leu Thr Ser Phe Leu Glu Leu Pro Leu Ala Pro Glu Pro Xaa 
15 10 15 

10 



(2) INFORMATION FOR SEQ ID NO: 365: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 365: 



20 



30 



45 



55 



Met His Arg Tyr He Thr Phe Phe Lys Cys Phe Arg Ser Val He Leu 
15 10 15 



Asp Leu Leu Phe He Leu Ser Pro Leu Ser Gin Gly Cys Phe He Leu 
25 20 25 30 



Phe Xaa 



(2) INFORMATION FOR SEQ ID NO: 366: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LEITCTH: 66 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 366: 

40 Met Phe Gly Phe He Phe Leu Leu Leu He Phe Cys He Xaa Leu Cys 
15 10 15 



Ser Arg Thr Leu Ser Thr Phe He Pro Lys Leu Val Gly Phe Leu Tyr 
20 25 30 

Trp Lys Phe Ser He Asn Leu Ser Leu Leu Leu Thr Leu He Lys Lys 
35 40 45 



Lys Lys Lys Lys Lys Lys Thr Pro Arg Gly Gly Pro Gly Xaa Gin Ser 
50 50 55 60 



Pro Pro 
65 



(2) INFORMATION FOR SEQ ID NO: 367: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 317 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 367: 

5 Met Pro Gly Leu Gly Arg Pro Arg Gin Ala Arg Trp Thr Leu Met Leu 
15 10 15 

Leu Leu Ser Thr Ala Met Tyr Gly Ala His Ala Pro Leu Leu Ala Leu 
20 25 30 

10 

Cys His Val Asp Gly Arg Val Pro Phe Arg Pro Ser Ser Ala Val Leu 
35 40 45 

Leu Thr Glu Leu Thr Lys Leu Leu Leu Cys Ala Phe Ser Leu Leu Val 
15 50 55 60 

Gly Trp Gin Ala Trp Pro Gin Gly Pro Pro Pro Trp Arg Gin Ala Ala 
65 70 75 80 

20 Pro Phe Ala Leu Ser Ala Leu Leu Tyr Gly Ala Asn Asn Asn Leu Val 
85 90 95 

lie Tyr Leu Gin Arg Tyr Met Asp Pro Ser Thr Tyr Gin Val Leu Ser 
100 105 110 

25 

Asn Leu Lys lie Gly Ser Thr Ala Val Leu Tyr Cys Leu Cys Leu Arg 
115 120 125 

His Arg Leu Ser Val Arg Gin Gly Leu Ala Leu Leu Leu Leu Met Ala 
30 130 135 140 

Ala Gly Ala Cys Tyr Ala Ala Gly Gly Leu Gin Val Pro Gly Asn Thr 
145 150 155 160 

35 Leu Pro Ser Pro Pro Pro Ala Ala Ala Ala Ser Pro Met Pro Leu His 
165 170 175 

He Thr Pro Leu Gly Leu Leu Leu Leu He Leu Tyr Cys Leu He Ser 
180 185 190 

40 

Gly Leu Ser Ser Val Tyr Thr Glu Leu Leu Met Lys Arg Gin Xaa Leu 
195 200 205 

Pro Leu Ala Leu Gin Asn Leu Phe Leu Tyr Thr Phe Gly Val Leu Leu 
45 210 215 220 

Asn Leu Gly Leu His Ala Gly Gly Gly Ser Gly Pro Gly Leu Leu Glu 
225 230 235 240 

50 Gly Phe Ser Gly Trp Ala Ala Leu Val Val Leu Ser Gin Ala Leu Asn 
245 250 255 

Gly Leu Leu Met Ser Ala Val Met Lys His Gly Ser Ser lie Thr Arg 
260 265 270 

55 

Leu Phe Val Val Ser Cys Ser Leu Val Val Asn Ala Val Leu Ser Ala 
275 280 285 

Val Leu Leu Arg Leu Gin Leu Thr Ala Ala Phe Phe Leu Ala Thr Leu 
60 290 295 300 
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Leu He Gly Leu Ala Met Arg Leu Tyr Tyr Gly Ser Arg 
305 310 315 

5 

(2) INFORMATK^ FOR SEQ ID NO: 368: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTICM^: SEQ ID NO: 368: 

15 Met Gly Glu Gin Pro His Phe Ser Leu Cys Val Leu Leu Ala Ala Val 
15 10 15 

Arg Glu Asp Xaa Asp Pro Xaa Val Phe Pro Cys Cys Phe Leu Xaa 
20 25 30 

20 



(2) INFORMATION FOR SEQ ID NO: 369: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 369: 



30 



40 



55 



Met Ser Phe lie Ala Leu His Pro Leu Leu Pro Glu Ala Ala Leu Gly 
15 10 15 



Val Pro Gly Gin Ser Pro His Arg Pro Leu Trp Gin Thr Gin Cys Cys 
35 20 25 30 



Val Ala Pro Pro Gin Pro Arg Ala Glu Phe Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 370: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 255 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 370: 

50 Met Val Thr Ala Leu Thr Leu Leu Ala Phe Pro Leu Leu Leu Leu His 
15 10 15 

Ala Glu Arg lie Ser Leu Val Phe Leu Leu Leu Phe Leu Gin Ser Phe 
20 25 30 



Leu Leu Leu His Leu Leu Ala Ala Gly He Pro Val Thr Thr Pro Gly 
35 40 45 



Pro Phe Thr Val Pro Trp Gin Ala Val Ser Ala Trp Ala Leu Met Ala 
60 50 55 60 
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Thr Gin Thr Phe Tyr Ser Thr Gly His Gin Pro Val Phe Pro Ala He 
65 70 75 80 

His Trp His Ala Ala Phe Val Gly Phe Pro Glu Gly His Gly Ser Cys 
85 90 95 

Thr Trp Leu Pro Ala Leu Leu Val Gly Ala Asn Thr Phe Ala Ser His 
100 105 110 

Leu Leu Phe Ala Val Gly Cys Pro Leu Leu Leu Leu Trp Pro Phe Leu 
115 120 125 

Cys Glu Ser Gin Gly Leu Arg Lys Arg Gin Gin Pro Pro Gly Asn Glu 
130 135 140 

Ala Asp Ala Arg Val Arg Pro Glu Glu Glu Glu Glu Pro Leu Met Glu 
145 150 155 160 

Met Arg Leu Arg Asp Ala Pro Gin His Phe Tyr Ala Ala Leu Leu Gin 
165 170 175 

Leu Gly Leu Lys Tyr Leu Phe He Leu Gly He Gin He Leu Ala Cys 
180 185 190 

Ala Leu Ala Ala Ser He Leu Arg Arg His Leu Met Val Trp Lys Val 
195 200 205 

Phe Ala Pro Lys Phe He Phe Glu Ala Val Gly Phe He Val Ser Ser 
210 215 220 

Val Gly Leu Leu Leu Gly He Ala Leu Val Met Arg Val Asp Gly Ala 
225 230 235 240 



Val Ser Ser Trp Phe Arg Gin Leu Phe Leu Ala Gin Gin Arg Xaa 
245 250 255 



(2) INFORMATION FOR SEQ ID NO: 371: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 371: 

Met Xaa Gly Pro Trp Gly Glu Glu Ala Leu He Arg Leu Pro Thr Pro 
15 10 15 

Ser Gly Leu Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 372: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LOX3TH; 64 amino acids 

(B) TYPE: amino acid 



wo 98/54963 



554 



(D) TOPOLOSY: linear 
(xi) SEQUENCE DESCRIPTIC»I: SEQ ID NO: 372: 

Met Ala Thr Leu Glu Xaa Asn Gin Arg Glu Val Asp Arg Glu He Arg 
15 10 15 

Ser Leu Leu Leu Trp Phe Leu Leu Cys Glu He Val Ser Gly Trp Leu 
20 25 30 

Cys Pro Glu Gly Pro Trp Phe Ser Gin Gly Cys Gin He Tyr Lys Asn 
35 40 45 

Leu Ser Ser Ser Ser Ser Tyr Asn Leu Ser Phe Leu Leu Ser Leu Xaa 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 373: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 373: 

Met He His Ser Gly Cys Thr Ser Gin Cys Leu Glu Gly Phe Phe Leu 
3- 5 10 15. 

He Phe Leu Leu Asp Phe Asn Pro Val Leu Ala Leu Asp Leu He Gly 
20 25 30 

He Met Arg Lys Ala Ser His Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 374: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 374: 

Met Val Phe Ser Ala Arg Val Ser Leu Tyr Thr Arg Phe Lys Val He 
1 5 10 15 

Leu Leu Ser Leu Leu He Met He Leu His Val Cys Trp Val Trp Val 
20 25 30 

He Leu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 375: 
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15 



20 



25 



30 



555 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 375: 

Gly Leu Leu Tyr lie Met Tyr Cys Asn He Xaa 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 376: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 376: 

Met Asn Asn Gly Leu Leu Gin Gin Pro Ser Ala Leu Met Leu Leu Pro 
15 10 15 

Cys Arg Pro Val Leu Thr Ser Val Ala Leu Asn Ala Asn Phe Val Ser 
20 25 30 

Trp Lys Ser Arg Thr Lys Tyr Thr He Thr Pro Val Lys Met Arg Lys 
35 40 45 

Ser Gly Gly Arg Asp His Thr Gly Gly Asn Lys Asp Arg Gly He Xaa 
50 55 60 



35 

(2) INFORMATION FOR SEQ la NO: 377: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 19 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 377: 

45 Met Arg Lys Gin Arg Leu Val Pro Met Tyr Leu Gly Leu He Tyr He 
15 10 15 

Leu Leu Xaa 

50 



(2) INFORMATION FOR SEQ ID NO: 378: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 378: 
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Met Arg Gin His Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO: 379: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 379: 

Leu Leu Leu Pro Val Leu Ala Ser Ser Val Pro Ser His Ser Ala Thr 
15 10 15 

Xaa 



(2) INFORMATION FOR SEQ ID NO: 380: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 380: 

Met Leu Pro Leu Leu Leu Phe Thr Tyr Leu Asn Ser Phe Leu His Gin 
1 5 10 " 15 

Arg lie Pro Gin Ser Val Arg lie Leu Gly Ser Leu Val Ala He Leu 
20 25 30 

Leu Val Phe Leu He Thr Ala He Leu Val Lys Val Gin Leu Asp Ala 
35 ^ 40 45 

Leu Pro Phe Phe Val He Thr Met He Lys He Val Leu He Asn Ser 
50 55 60 

Phe Gly Ala He Leu Gin Gly Ser Leu Phe Gly Leu Ala Gly Leu Leu 
65 70 75 80 

Pro Ala Ser Xaa 



(2) INFORMATION FOR SEQ ID NO: 381: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 381: 

Met Lys Leu Ser Leu Phe Leu He Leu Ser Asp Val Phe Tyr Leu Gly 
1 5 10 15 * 
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Ser Pro Xaa Thr Xaa 
20 



(2) INFORMATIC»I FOR SEQ ID NO: 382: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 amino acids 
10 (B) TYPE: amino acid 

(D) TOPOUXSY: linear 
(XX) SEQUENCE DESCRIPTION: SEQ ID NO: 382: 

Met Gly Thr Arg Arg Lys Gly Val Ala Trp Leu Ser Leu Ala Pro Leu 
15 1 5 10 15 

lie Thr Gly Leu Ala Pro Ala His lie Thr Ala Val Xaa 
20 25 

20 

(2) INFORMATION FOR SEQ ID NO: 383: 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
. (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 383: 

30 Met Lys Asp Leu Leu Gin Arg Asn Pro Trp Lys Asn Ser Leu Leu Leu 
15 10 15 



35 



Leu Gin Val Cys Gin Ala Phe Leu Val Cys Ser Leu Thr Gin Leu Ala 
20 25 30 

Val Xaa 



45 



40 

(2) INFORMATION FOR SEQ ID NO: 384: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 47 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 384: 

Met Ser Glu Ser His Lys He Trp Trp Cys Tyr Arg His Leu Ala Phe 
50 1 5 10 15 

Pro Leu Leu Thr Leu He Leu Tyr Pro Ala Thr Leu Gly Arg Ser Val 
20 25 30 

55 Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Met Xaa 
35 40 45 



60 (2) INFORMATION FOR SEQ ID NO: 385: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 3B5: 

Met Leu Asn Arg lie Met Val Ala Ser Phe Gly Ala Val Leu Val Gin 

Val Cys Arg Gly Xaa Gly Gin Gly Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 386: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 68 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 386: 

Met Gin Leu Leu Leu Leu Gly Leu He Arg Ser Gin Pro Ser Pro Pro 
1 5 10 15 

Pro Ser Leu Cys Leu Met Leu Cys Pro Cys Leu Pro Cys Leu Arg Tyr 
20 25 30 

Ser Pro Phe Val Pro Gin His Pro Cys Pro Leu Pro Leu Asp Leu Cys 
35 40 45 

Leu Ala Gly Cys Ser Ser Leu Ser Val Gin Asp Lys Cys Ser Trp Pro 
50 55 60 

Tyr Pro He Xaa 
65 



(2) INFORMATION FOR SEQ ID NO: 387: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 387: 

Lys Glu Phe Phe Val Phe Leu Phe Val Cys Leu Phe Trp Leu Leu Ser 
^5 10 15 

Asn Thr Pro Leu Thr Phe He Ser He He Leu Gin Arg Lys Glu Thr 
20 25 30 

Asn Xaa 



(2) INFORMATION FOR SEQ ID NO: 388: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: aniino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 388: 

Ser Phe Leu Met Val Leu Val He Leu Ala Ala Ser Pro Xaa 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 389: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 389: 



10 



(2) INFORMATION FOR SEQ ID NO: 390: 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 154 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 390: 

Met Thr Lys Ala Arg Leu Phe Arg Leu Trp Leu Val Leu Gly Ser Val 
15 10 15 

Phe Met He Leu Leu He lie Val Tyr Txp Asp Ser Ala Gly Ala Ala 
20- 25 30 

His Phe Tyr Leu His Thr Ser Phe Ser Arg Pro His Thr Gly Pro Pro 
35 40 45 

Leu Pro Thr Pro Gly Pro Asp Arg Asp Arg Glu Leu Thr Ala Asp Ser 
50 55 60 

Asp Val Asp Xaa Phe Leu Asp Xaa Phe Leu Ser Ala Gly Val Lys Gin 
^5 70 75 80 

Ser Asp Xaa Pro Arg Lys Glu Thr Glu Gin Pro Pro Ala Pro Gly Ser 
85 90 95 

Met Glu Glu Ser Val Arg Xaa Tyr Asp Trp Ser Pro Arg Xaa Ala Arg 
100 105 110 

Arg Thr Gin Thr Arg Ala Gly Ser Xaa Arg Xaa Gly Gly Xaa Cys Cys 
115 120 125 

Gly Ala Ser Ala Pro Xaa Pro Ala Trp Pro Ser Pro Pro Arg Ser Ala 
130 135 140 
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His Ser Thr Thr Ser Pro Thr Arg Ser Xaa 
145 150 



(2) INFORMATION FOR SEQ ID NO: 391: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 9 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 391: 

Met Val Leu Leu Gly Leu Leu Ser Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO: 392: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 392: 

Met Cys He His Val Phe Met Xaa Val Leu Trp Val Leu Phe Leu Leu 
15 10 15 

Ash Pro Leu Cys Thr Gly Leu Trp Pro Leu Xaa Asn Cys Phe Ser Val 
20 25 30 

Leu Arg His Ala Asp Trp Val Leu Gly Ala Asp Tyr Lys Gly Glu Glu 
35 40 45 

Leu Asn Arg His Gin Gly Pro Met Lys Pro Lys Asp Xaa 
50 as. 60 



(2) INFORMATION FOR SEQ ID NO: 393: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 447 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 393: 

Met Leu Leu Gly Leu Leu Met Ala Ala Cys Phe Thr Phe Cys Leu Ser 
15 10 15 

His Gin Asn Leu Lys Glu Phe Ala Leu Thr Asn Pro Glu Lys Ser Ser 
20 25 30 

Thr Lys Glu Thr Glu Arg Lys Glu Thr Lys Ala Glu Glu Glu Leu Asp 
35 40 45 

Ala Glu Val Leu Glu Val Phe His Pro Thr His Glu Trp Gin Ala Leu- 
50 55 60 
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Gin Pro Gly Gin Ala Val Pro Ala Gly Ser His Val Arg Leu Asr. leu 
65 70 75 

Gin Thr Gly Glu Arg Glu Ala Lys Leu Gin Tyr Glu As? Lys Pr.s Arg 
85 90 55 

Asn Asn Leu Lys Gly Lys Arg Leu Asp He Asn Thr Asr, Thr Ti-t Thr 
100 105 110 

Ser Gin Asp Leu Lys Ser Ala Leu Ala Lys Phe Lys Glu Gly Ala 3lu 
115 120 125 

Met Glu Ser Ser Lys Glu Asp Lys Ala Arg Gin Ala Glu Val lys Arg 
130 135 140 

Leu Phe Arg Pro He Glu Glu Leu Lys Lys Asp Phe Asp Glu leu Asn 
145 150 155 16: 

Val Val He Glu Thr Asp Met Gin He Met Val Arg Leu He A^. lys 
165 170 17= 

Phe Asn Ser Ser Ser Ser Ser Leu Glu Glu Lys He Ala Ala leu ?r.e 
180 185 190 

Asp Leu Glu Tyr Tyr Val His Gin Met Asp Asn Ala Gin Asp leu leu 
195 200 205 

Ser Phe Gly Gly Leu Gin Val Val He Asn Gly Leu Asn Ser Tnr 3lu 
210 215 220 

Pro Leu Val Lys Glu Tyr Ala Ala Phe Val Leu Gly Ala Ala ?r.e Ser 
225 230 235 ' 240 

Ser Asn Pro Lys Val Gin Val Glu Ala He Glu Gly Gly Ala leu C-ir. 

245 250 25= 

Lys Leu Leu Val He Leu Ala Thr Glu Gin Pro Leu Thr Ala lys lys 
260 265 . 270 

Lys Val Leu Phe Ala Leu Cys Ser Leu Leu Arg His Phe Pro 7:^3 Ala 
275 280 285 

Gin Arg Gin Phe Leu Lys Leu Gly Gly Leu Gin Val Leu Arg Thr Leu 
290 295 300 

Val Gin Glu Lys Gly Thr Glu Val Leu Ala Val Arg Val Val uhr le-J 
305 310 315 320 

Leu Tyr Asp Leu Val Thr Glu Lys Met Phe Ala Glu Glu Glu Ala Glu 
325 330 33= 

Leu Thr Gin Glu Met Ser Pro Glu Lys Leu Gin Gin Tyr Arg Gin Val 
340 345 350 



His Leu Leu Pro Gly Leu Trp Glu Gin Gly Trp Cys Glu He Tnr Ala 
355 360 365 



His Leu Leu Ala Leu Pro Glu His Asp Ala Arg Glu Lys Val Lej Gin 
370 375 380 
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Thr Leu Gly Val Leu Leu Thr Thr Cys Arg Asp Arg T/r Arg Gin Asp 
385 390 355 400 

Pro Gin Leu Gly Arg Thr Leu AJla Ser Leu G--. Ala Glu Tyr Gin Val 
5 405 41C 415 

Leu Ala Ser Leu Glu Leu Gin Asp Gly Glu As? Glu Gly Tyr Phe Gin 
420 425 430 

10 Glu Leu Leu Gly Ser Val Asn Ser Leu Leu Lys Glu Leu Arg Xaa 
435 443 445 



15 (2) INFORMATION FOR SEQ ID NC: 394: 

(i) SEQUENCE CHARP.CTEP'STICS: 

(A) LENGTH: 24 aziino acids 

(B) TYPS: amino acid 
20 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPCICN: SZQ ZD l'^: 394: 

Met Val He Ser Tyr Val Thr ?"-e Thr Pro Val Ser Ala Asp Cys Phe 
15 10 15 

25 

Phe Asn Val Leu Val Cys Phe I'ilaa 
20 



30 



(2) INFORMATION FOR SEQ ID NC : 395: 



(i) SEQUENCE CfiARACTE?-3TICS: 

(A) LENGTH: 24 2L=ino acids 
35 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTrCN: SZQ ID i:0: 595: 

Glu Leu Leu Phe Leu Leu He lie He Leu Gly Glu Ser Leu Ser Asp 
40 1 5 10 15 

Val He Leu Leu He Cys Phe ZCaa 
20 



45 



(2) INFORMATION FOR SEQ ID NC-: 396: 



(i) SEQUENCE CHARACTEPZ3TICS: 
50 (A) LENGTH: 35 amino acids 

(B) TYPE: amir.o acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID IX): 396: 

55 Met Phe Tyr Trp Gly Gly Leu Ser Phe Tyr Phe Leu Leu Ser Ser Gly 
15 10 15 

Val Gly Phe Tyr Cys Phe Leu Phe Gly Phe Gly Met Glu He Trp He 
20 23 30 

60 
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Ala Ala Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 397: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 3 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 397: 

Gly Arg Xaa 
1 



(2) INFORMATION FOR SEQ ID NO: 398: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 398: 

Met Lys Leu Ser Leu Leu lie Leu Thr Leu Met Gin Arg Tyr Phe Arg 
15 10 15 

Thr lie Thr Asn Ser Leu Cys Lys Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 399: 

U) SEQUENCE CHARAeTERISTICS : 

(A) LENGTH: 79 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 399: 

Met Pro Ala Val Ser Gly Pro Gly Pro Leu Phe Cys Leu Leu Leu Leu 
15 10 15 

Leu Leu Asp Pro His Ser Pro Glu Thr Gly Cys Pro Pro Leu Arg Arg 
20 25 30 

Phe Glu Tyr Lys Leu Ser Phe Lys Gly Pro Arg Leu Ala Leu Pro Gly 
35 40 45 

Ala Gly He Pro Phe Trp Ser His His Gly Gly Glu Gly Gin- Gly Trp 
50 55 60 

Gly Pro Leu Cys Pro Gly Ser Leu Lys Val Leu Glu Gly Leu Xaa 
65 70 75 



(2) INFORMATION FOR SEQ ID NO: 400: 
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(i) SEQUENCE CHARACTERISTICS: 

• (A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 400: 

Met Lys Val Phe Leu Ser Met Pro Phe Leu Val Leu Phe Gin Ser Leu 
15 10 15 

lie Gin Glu Asp Xaa 
20 



(2) INFORMATION FOR SEQ ID NO: 401: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 257 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 401: 

Met Ala Ala Leu Thr Ser His Leu Gin Asn Gin Ser Asn Asn Ser Asn 
15 10 15 

Trp Asn Leu Arg Thr Arg Ser Lys Cys Lys Lys Asp Val Phe Met Pro 
20 25 30 

Pro Ser Ser Ser Ser Glu Leu Gin Glu Ser Arg Gly Leu Ser Asn Phe 
35 40 45 

Thr Ser Thr His Leu Leu Leu Lys Glu Asp Glu Gly Val Asp Asp Val 
50 55 60 

Asn Phe Arg Lys Val Arg Lys Pro Lys Gly Lys Val Thr He Leu Lys 
65 70 . 75 80 

Gly lie Pro He Lys Lys Thr Lys Lys Gly Cys Arg Lys Ser Cys Ser 
85 90 95 

Gly Phe Val Xaa Ser Asp Ser Lys Arg Glu Ser Val Cys Asn Lys Ala 
100 105 110 

Asp Ala Glu Ser Glu Pro Val Ala Gin Lys Ser Gin Leu Asp Arg Thr 
115 120 125 

Val Cys He Ser Asp Ala Gly Ala Cys Gly Glu Thr Leu Ser Val Thr 
130 135 140 

Ser Glu Glu Asn Ser Leu Val Lys Lys Lys Glu Arg Ser Leu Ser Ser 
145 150 155 160 

Gly Ser Asn Phe Cys Ser Glu Gin Lys Thr Ser Gly He He Asn Lys 
165 170 175 

Phe Cys Ser Ala Lys Asp Ser Glu His Asn Glu Lys Tyr Glu Asp Thr 
180 185 190 



Phe Leu Glu Ser Glu Glu He Gly Thr Lys Val Glu Val Val Glu Arg 
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195 200 205 

Lys Glu His Leu His Thr Asp lie Leu Lys Arg Gly Ser Glu Met Asp 
210 215 220 

Asn Asn Cys Ser Pro Thr Arg Lys Asp Phe Thr Glu Asp Thr lie Pro 
225 230 235 240 

Arg Asn Thr Asp Arg Lys Lys Glu Asn Lys Pro Val Phe Phe Gin Gin 
245 250 255 

He 



(2) INFORMATION FOR SEQ ID NO: 402: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 424 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 402: 

Met Glu Lys Gin Cys Cys Ser His Pro Val He Cys Ser Leu Ser Thr 
15 10 15 

Met Tyr Thr Phe Leu Leu Gly Ala lie Phe He Ala Leu Ser Ser Ser 
20 25 30 

Arg He Leu Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn Lys Tyr Asp 
35 40 45 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 
50 55 60 

Phe Cys Val Leu Val Ser Phe- Cys Val He Lys Lys Asp His Gin Ser 
65 70 75 80 

Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Met Lys 
85 90 95 

Trp Ser He Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu He Val Phe 
100 105 110 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val He Phe Ser Asn 
115 120 125 

Phe Ser He He Thr Thr Ala Leu Leu Phe Arg He Val Leu Lys Xaa 
130 135 140 

Arg Leu Asn Trp He Gin Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
145 150 155 160 

He Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala 
165 170 175 



Gly Arg Gly Phe His His Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys* 
180 185 190 
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Leu Leu Phe Arg Asn Glu Cys Pro Arg Lys Asp Asn Cys Thr Ala Lys 
195 200 205 

Glu Trp Thr Phe Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe 
5 210 215 220 

Ser His lie Arg Leu Gly Met Gly His Val Leu He He Val Gin Cys 
225 230 235 240 

10 Phe He Ser Ser Met Ala Asn He Tyr Asn Glu Lys He Leu Lys Glu 
245 250 255 



15 



Gly Asn Gin Leu Thr Glu Xaa He Phe He Gin Asn Ser Lys Leu Tyr 
260 265 270 

Phe Phe Gly He Leu Phe Asn Gly Leu Thr Leu Gly Leu Gin Arg Ser 
275 280 285 



Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe Tyr Gly His Ser Ala 
20 290 295 300 

Phe Ser Val Ala Leu He Phe Val Thr Ala Phe Gin Gly Leu Ser Val 
305 310 315 320 

25 Ala Phe He Leu Lys Phe Leu Asp Asn Met Phe His Val Leu Met Ala 
325 330 335 

Gin Val Thr Thr Val He He Thr Thr Val Ser Val Leu Val Phe Asp 
340 345 350 



30 



Phe Arg Pro Ser Leu Glu Phe Phe Leu Glu Ala Pro Ser Val Leu Leu 
355 360 365 



Ser He Phe He Tyr Asn Ala Ser Lys Pro Gin Val Pro Glu Tyr Ala 
35 370 375 380 

Pro Arg Gin Glu Arg He Arg Asp Leu Ser Gly Asn Leu Trp Glu Arg 
385 390 395 400 

40 Ser Ser Gly Asp Gly Glu Glu Leu Glu Arg Leu Thr Lys Pro Lys Ser 
405 410 415 



45 



Asp Glu Ser Asp Glu Asp Thr Phe 
420 



(2) INFORMATION PGR SEQ ID NO: 403: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 33 amino acicls 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 403: 

55 

Met Trp Gly Gin Gly Ser Gin Lys Ser His Phe Ser Asp Leu Val Phe 
15 10 15 



60 



Gly Val Arg Glu Leu Cys Ala Gin Pro Ser Asp Pro Gly Ser Pro His 
20 25 30 
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Xaa 



(2) INFORMATION FOR SEQ ID NO: 404: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

txi) SEQUENCE DESCRIPTION: SEQ ID NO: 404: 

Met Val Gin His lie Gin Pro Ala Ala Leu Ser Leu Leu Ala Gin Trp 
15 10 15 

Ser Thr Leu Val Gin Glu Leu Glu Ala Ala Leu Gin Leu Ala Phe Tyr 
20 25 30 

Pro Asp Ala Val Glu Glu Trp Leu Glu Glu Asn Val His Pro Ser Leu 
35 40 45 

Gin Arg Leu Gin Xaa Leu Leu Gin Asp Leu Ser Glu Val Ser Ala Pro 
50 55 60 

Pro Leu Pro Pro Thr Ser Pro Gly Arg Asp Val Ala Gin Asp Pro Xaa 
65 70 75 80 



(2) INFORMATION FOR SEQ ID NO: 405: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 95 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 405: 

Met Leu Asn Gin Gly Tyr He Arg Lys He He Leu He He He Leu 
15 10 15 

Gly Ser Phe Ser Ser Pro Lys Lys Ala He Leu Met Gly Phe Gin Asn 
20 25 30 

Gin Lys Lys Ala Leu Asn Glu Glu Gin Thr Thr Gly Val Pro Met Ser 
35 40 45 

He Ser Gly Lys Leu Arg. Pro Ser Arg Ser Leu Asp Phe Val Gin Pro 
50 55 60 

Pro Arg Phe Gin Ser Gin Gin Pro Ser Ala Val Val Asp Arg Arg Gly 
65 70 75 80 



Phe Xaa Xaa Lys Ala Ala Arg Gly Gin Glu Phe Ser Glu Ser Xaa 
85 90 95 
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(2) INFORMATION FOR SEQ ID NO: 406: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 257 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 406: 

10 

Met Arg Gly Pro Ala Gin Ala Lys Leu Leu Pro Gly Ser Ala lie Gin 
15 10 15 

Ala Leu Val Gly Leu Ala Arg Pro Leu Val Leu Ala Leu Leu Leu Val 
15 20 25 30 

Ser Ala Ala Leu Ser Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro 
35 40 45 

20 Thr Val Leu Asn Ser His lie Ser Thr Pro Asn Val Asn Ala Leu Thr 
50 55 60 

His Glu Asn Gin Thr Lys Pro Ser lie Ser Gin He Ser Thr Thr Leu 
65 70 75 80 

25 

Pro Pro Thr Thr Ser Thr Lys Lys Ser Gly Gly Ala Ser Val Val Pro 
85 90 95 

His Pro Ser Pro Thr Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
30 100 105 110 

Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 120 125 

35 Ser Thr Ala Lys Asp Thr Leu Asp Asn Gly Asp Tyr Gly Glu Pro Asp 
130 135 140 

Tyr Asp Trp Thr Thr Gly Pro Arg Asp Asp Asp Glu Ser Asp Asp Thr 
145 150 155 160 

40 

Leu Glu Glu Asn Arg Gly Tyr Met Glu He Glu Gin Ser Val Lys Ser 
165 170 175 

Phe Lys Met Pro Ser Ser Asn He Glu Glu Glu Asp Ser His Phe Phe 
45 180 185 190 

Phe His Leu He He Phe Ala Phe Cys He Ala Val Val Tyr He Thr 
195 200 205 

50 Tyr His Asn Lys Arg Lys He Phe Leu Leu Val Gin Ser Arg Lys Trp 
210 215 220 

Arg Asp Gly Leu Cys Ser Lys Thr Val Glu Tyr His Arg Leu Asp Gin 
225 230 235 240 

55 

Asn Val Asn Glu Ala Met Pro Ser Leu Lys He Thr Asn Asp Tyr He 
245 250 255 



60 



Phe 
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(2) INFORMATION FOR SEQ ID NO: 407: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 623 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 407: 

Met Phe Met Arg lie Ala Lys Ala Tyr Ala Ala Leu Thr Asp Glu Glu 
15 10 15 

15 Ser Arg Lys Asn Trp Glu Glu Phe Gly Asn Pro Asp Gly Pro Gin Ala 
20 25 30 

Thr Ser Phe Gly He Ala Leu Pro Ala Trp He Val Asp Gin Lys Asn 
35 40 45 

20 

Ser He Leu Val Leu Leu Val Tyr Gly Leu Ala Phe Met Val He Leu 
50 55 60 

Pro Val Val Val Gly Ser Trp Trp Tyr Arg Ser He Arg Tyr Ser Gly 
25 65 70 75 80 

Asp Gin He Leu He Arg Thr Thr Gin He Tyr Thr Tyr Phe Val Tyr 
85 90 95 

30 Lys Thr Arg Asn Met Asp Met Lys Arg Leu He Met Val Leu Xaa Gly 
100 105 110 

Ala Ser Glu Phe Asp Pro Gin Tyr Asn Lys Asp Ala Thr Ser Arg Pro 
115 120 125 

35 

Thr Asp Asn He Leu He Pro Gin Leu He Arg Glu He Gly Ser He 
130 13^5. 140 

Asn Leu Lys Lys Asn Glu Pro Pro Leu Thr Cys Pro Tyr Ser Leu Lys 
40 145 150 155 160 

Ala Arg Val Leu Leu Leu Ser His Leu Ala Arg Met Lys He Pro Glu 
165 170 175 

45 Thr Leu Glu Glu Asp Gin Gin Phe Met Leu Lys Lys Cys Pro Ala Leu 
180 185 190 

Leu Gin Glu Met Val Asn Val He Cys Gin Leu He Val Met Ala Arg 
195 200 205 

50 

Asn Arg Glu Glu Arg Glu Phe Arg Ala Pro Thr Leu Ala Ser Leu Glu 
210 215 220 

Asn Cys Met Lys Leu Ser Gin Met Ala Val Gin Gly Leu Gin Gin Phe 
55 225 230 235 240 

Lys Ser Pro Leu Leu Gin Leu Pro His He Glu Glu Asp Asn Leu Arg 
245 250 255 



60 



Arg Val Ser Asn His Lys Lys Tyr Lys He Lys Thr He Gin Asp Leu 
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260 



265 



270 



Val Ser Leu Lys Glu Ser Asp Arg His Thr Leu Leu His Phe Leu Glu 
275 280 285 

5 

Asp Glu Lys Tyr Glu Glu Val Met Ala Val Leu Gly Ser Phe Pro Tyr 
290 295 300 

Val Thr Met Asp He Lys Ser Gin Val Leu Asp Asp Glu Asp Ser Asn 
10 305 310 315 320 



15 



Asn He Thr Val Gly Ser Leu Val Thr Val Leu Val Lys Leu Thr Arg 
325 330 335 

Gin Thr Met Ala Glu Val Phe Glu Lys Glu Gin Ser He Cys Ala Ala 
340 345 350 



20 



Glu Glu Gin Pro Ala Glu Asp Gly Gin Gly Glu Thr Asn Lys Asn Arg 
355 360 365 

Thr Lys Gly Gly Trp Gin Gin Lys Ser Lys Gly Pro Lys Lys Thr Ala 
370 375 380 



Lys Ser Lys Lys Lys Lys Pro Leu Lys Lys Lys Pro Thr Pro Val Leu 
25 385 390 395 400 

Leu Pro Gin Ser Lys Gin Gin Lys Gin Lys Gin Ala Asn Gly Val Val 
405 410 415 

30 Gly Asn Glu Ala Ala Val Lys Glu Asp Glu Glu Glu Val Ser Asp Lys 
420 425 430 



35 



Gly Ser Asp Ser Glu Glu Glu Glu Thr Asn Arg Asp Ser Gin Ser Glu 
435 440 445 

Lys Asp Asp Gly Ser Asp Arg Asp Ser Asp Arg Glu Gin Asp Glu Lys 
450 • 4^5 460 



Gin Asn Lys Asp Asp Glu Ala Glu Trp Gin Glu Leu Gin Gin Ser He 
40 465 470 475 480 

Gin Arg Lys Glu Arg Ala Leu Leu Glu Thr Lys Ser Lys He Thr His 
485 490 495 

45 Pro Val Tyr Ser Leu Tyr Phe Pro Glu Glu Lys Gin Glu Trp Trp Trp 
500 505 510 



50 



Leu Tyr He Ala Asp Arg Lys Glu Gin Thr Leu He Ser Met Pro Tyr 
515 520 525 

His Val Cys Thr Leu Lys Asp Thr Glu Glu Val Glu Leu Lys Phe Pro 
530 535 540 



Ala Pro Gly Lys Pro Gly Asn Tyr Gin Tyr Thr Val Phe Leu Arg Ser 
55 545 550 555 560 



Asp Ser Tyr Met Gly Leu Asp Gin He Lys Pro Leu Glu Val Xaa Lys 
565 570 575 



60 Phe Met Arg Leu Lys Pro Val Pro Glu Asn His Pro Gin Trp Asp Thr 
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580 



585 



590 



Ala lie Glu Gly Asp Glu Asp Gin Glu Asp Ser Glu Gly Phe Glu Asp 
595 600 605 



Ser Phe Glu Gly Gly Arg Gly Arg Glu Glu Gly Arg Trp Trp Thr 
610 615 620 



10 

(2) INFORMATION FOR SEQ ID NO: 408: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 190 amino acids 
15 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 408: 

Met Lys Ala Ser Gin Cys Cys Cys Cys Leu Ser His Leu Leu Ala Ser 
20 1 5 10 15 

Val Leu Leu Leu Leu Leu Leu Pro Glu Leu Ser Gly Xaa Leu Xaa Val 
20 25 30 

25 Leu Leu Gin Ala Ala Glu Ala Ala Pro Gly Leu Gly Pro Pro Asp Pro 
35 40 45 

Arg Pro Arg Thr Leu Pro Pro Leu Pro Pro Gly Pro Thr Pro Ala Gin 
50 55 60 

30 

Gin Pro Gly Arg Gly Leu Ala Glu Ala Ala Gly Pro Arg Gly Ser Glu 
65 70 75 80 

Gly Gly Asn Gly Ser Asn Pro Val Ala Gly Leu Glu Thr Asp Asp His 
35 85 90 95 

Gly Gly Lys Ala Gly Glu Gly Ser Val Gly Gly Gly Leu Ala Val Ser 
100 105 110 

40 Pro Asn Pro Gly Asp Lys Pro Met Thr Gin Arg Ala Leu Thr Val Leu 
115 120 125 

Met Val Val Ser Gly Ala Val Leu Val Tyr Phe Val Val Arg Thr Val 
130 135 140 

45 

Arg Met Arg Arg Arg Asn Arg Lys Thr Arg Arg Tyr Gly Val Leu Asp 
145 150 155 160 

Thr Asn He Glu Asn Met Glu Leu Thr Pro Leu Glu Gin Asp Asp Glu 
50 165 170 175 

Asp Asp Asp Asn Thr Leu Phe Asp Ala Asn His Pro Arg Arg 
180 185 190 

55 

(2) INFORMATION FOR SEQ ID NO: 409: 



60 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 179 amino acids 
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'B) TVrZ: arlnc acid 
<D) rCPCLOG-:: lir.sar 
(xi) 5c^JZ:53 rESC?:r?TrC::: esq 13 NO: 409: 

Met Ser Pro Ser Glv ijrg Leu Cys leu I«u Thr lie Val Gly Leu lie 
1 = 10 15 

Leu Pro Thr Arg Gly 31n Thr Leu lys Asp Thr Thr Ser Ser Ser Ser 
2C 25 30 

Ala Asp Ser Thr He Me- Asp He Gin Val Pro Thr Arg Ala Pro Asp 
35 40 45 

Ala Val Tyr Thr Glu leu Gin Pro "hr Ser Pro Thr Pro Thr Trp Pro 
50 55 60 

Ala Asp Glu Thr ?r- 3 In Pro Gin Thr Gin Thr Gin Gin Leu Glu Gly 
65 TO 75 80 

Thr Asp Gly Pro Ls- Val Thr Asp Pro Glu Thr His Lys Ser Thr Lys 
55 90 95 

Ala Ala His Pro Thr Asp Asp Thr Thr Thr leu Ser Glu Arg Pro Ser 
ICG 1:5 110 

Pro Ser Thr Asp Val Gin Thjr A-sp Pro Gin Thr Leu Lys Pro Ser Gly 
115 120 125 

Phe His Glu Asp A-sp Pro Phe Phe Tyr Asp Glu His Thr Leu Arg Lys 
130 135 140 

Arg Gly leu leu Val Ala Ala Val leu Phs Tie Thr Gly He lie He 
145 ISO 155 160 

Leu Thr Ser Gly lys C-j^s Arg Gin leu Ser Arg Leu Cys Arg Asn His 
155 170 175 

Cys Arg Xaa 



(2) IMFCPMATICM FCr, SZQ It NO: 413: 

(i) SZCCZNCX CHARACTEPJESTZCS: 

(A) 1Z:3GTH: 14 amirxi acids 

13) TVPE; F!-ino acid 

(D) TCPOLCCT: linear 
(xi) SSQUETvlZ 3ESC?JPT:raJ: SEQ ID NO: 410: 

Met Phe Lys Cys Le- Gin Tr^ Thr rhe Leu Phe He Xaa Xaa 
1 ' • 10 



(2) r^JFORMA2IC^; FC?. SSQ XZ NO: 411: 

(i) SHCUENCZ CHARACTEPJrsnCS: 

(A) ISIGTH: 232 enino acidls 
(3) rrPS: enino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 411: 

Met Leu Ala Gly Lys Leu lie Pro Val His Gin Val Arg Gly Leu Lys 
5 1 5 10 15 

Glu Lys He Val Arg Ser Phe Glu Val Ser Pro Asp Gly Ser Phe Leu 
20 25 30 

10 Leu He Asn Gly He Ala Gly Tyr Leu His Leu Leu Ala Met Lys Thr 
35 40 45 

Lys Glu Leu lie Gly Ser Met Lys He Asn Gly Arg Val Ala Ala Ser 
50 55 60 

15 

Thr Phe Ser Ser Asp Ser Lys Lys Val Tyr Ala Ser Ser Gly Asp Gly 
65 70 75 80 

Glu Val Tyr Val Trp Asp Val Asn Ser Arg Lys Cys Leu Asn Arg Phe 
20 85 90 95 

Val Asp Glu Gly Ser Leu Tyr Gly Leu Ser He Ala Thr Ser Arg Asn 
100 105 110 

25 Gly Gin Tyr Val Ala Cys Gly Ser Asn Cys Gly Val Val Asn He Tyr 
115 120 125 

Asn Gin Asp Ser Cys Leu Gin Glu Thr Asn Pro Lys Pro He Lys Ala 
130 135 140 

30 

He Met Asn Leu Val Thr Gly Val Thr Ser Leu Thr Phe Asn Pro Thr 
145 ISO 155 ' 160 

Thr Glu He Leu Ala He Ala Ser Glu Lys Met Lys Glu Ala Val Arg 
35 165 170 175 

Leu Val His Leu Pro Ser C^s Thr Val Phe Ser Asn Phe Pro Val He 
180 185 190 

40 Lys Asn Lys Asn He Ser His Val His Thr Met Asp Phe Ser Pro Arg 
195 200 205 

Ser Gly Tyr Phe Ala Leu Gly Asn Glu Lys Gly Lys Ala Leu Met Tyr 
210 215 220 

45 

Arg Leu His His Tyr Ser Asp Phe 
225 230 



50 

(2) INFORMftTION FOR SEQ ID NO: 412: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 412: 



60 



He Leu Leu Cys Ser Trp Pro Thr Gly Leu Val Gly Gly Arg Asp Pro 
15 10 15 
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Gly Ser Ser Arg Gly Ser Ser Ala Ser Leu Thr Pro Ser Pro Gly Arg 
20 25 30 

5 Gin Pro Cys Ser Arg Arg Arg Gly Tyr Ser Val Gly Arg Arg Ser Ser 
35 40 45 



10 



Pro Pro Asp Gly Ser Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 413: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 413: 



20 



Met Ser Leu Gin Ser Asn Ala Trp Ser Lys Xaa Leu Phe He Val Phe 
15 10 15 



Leu Phe Leu Arg Val Leu Phe Lys Thr Gly Val Ser Ser Glu Glu Ser 
25 20 25 30 



30 



Xaa 



(2) INFORMATICS FOR SEQ ID NO: 414: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH; 219 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41^: 

40 Met Ala Val Val Leu Leu Ala Asn Leu Ala Gin Gly Asp Ser Z.eu Ala 
15 10 15 

Ala Arg Ala He Ala Val Gin Lys Gly Ser He Gly Asn Leu Leu Gly 
20 25 30 

45 

Phe Leu Glu Asp Ser Leu Ala Ala Thr Gin Phe Gin Gin Ser Gin Ala 
35 40 45 

Ser Leu Leu His Met Gin Asn Pro Pro Phe Glu Pro Xaa Ser Val Asp 
50 50 55 60 

Met Met Arg Arg Ala Ala Arg Ala Leu Leu Ala Leu. Ala Lys Val Asp 
65 70 75 80 

55 Glu Asn His Ser Glu Phe Thr Leu Tyr Glu Ser Arg Leu Leu Asp He 
85 90 95 

Ser Val Ser Pro Leu Met Asn Ser Xaa Val Ser Gin Val He Cys Asp. 
100 105 110 

60 
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Val Leu Phe Leu Xaa Trp Pro Val Met Thr Ala Val Gly His Leu Pro 
115 120 125 

Pro Pro Cys Val Cys Ala Cys Val Glu Asn Leu Glu Thr Asp Cys Cys 
130 135 140 

Pro Leu Phe Met Gin Asn His Leu Arg lie Gin Phe Thr Leu Cys Cys 
145 150 155 160 

Pro Ala Ser Pro Leu Gly Lys Ser Leu Ser Cys Phe Ser Leu Leu Leu 
165 170 175 

Pro Pro Pro Leu Pro Pro Ser Pro His Ala Phe Leu Phe Leu Val Leu 
180 185 190 

Thr Leu Leu Pro Ser Gly Pro Tyr Pro Thr Leu Phe Glu Lys Thr Lys 
195 200 205 

Leu Cys Leu His Arg Arg Leu Phe Leu Phe Xaa 
210 215 



(2) INFORMATION FOR SEQ ID NO: 415: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 415: 

Met Leu Pro Asp Glu Ser Phe Gly Leu Leu Leu Ser lie Pro Ser Leu 
15 10 15 

Thr Pro Ser Ala Ala Ala Pro Ser Phe Cys Val His Leu Met Gin Ala 
20 25 30 

Ser Arg Ser Ser Lys Arg Ala Ser His Val Pro Val His Leu Leu Trp 
35 40 45 

Gly Asp Xaa 
50 



(2) INFORMATION FOR SEQ ID NO: 416: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 416: 

Met Arg Pro Gly Ser Phe Ser Phe lie Ala Phe Leu Ala Thr Glu Val 
15 10 15 

Ser Ser Cys Phe Pro Gly Arg Pro Asp Cys Xaa Thr Gly Met Trp Leu 
20 25 30 

Leu Gin Leu Gin Lys Lys Gin Arg Thr Leu Leu Ala Met Ala Pro Arg 
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35 



40 



45 



A3rg Xaia 
50 



(2) INFORMATION FOR SEQ ID NO: 4X7: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 417: 

Asp Arg Pro Cys Pro Ser Ser Leu Trp Lys Val Phe Pro Leu Leu Leu 
15 10 15 

Leu Leu Met Arg Leu Phe Pro Leu Pro Val Pro Gly Asn Gin Arg Ala 
20 25 30 

Xaa Leu Pro His Pro Phe Xaa Ala Pro Arg Leu Pro Cys Leu Leu Cys 
35 40 45 

Leu Cys Thr Gin Gin Phe Xaa Val Cys Ser His Tyr Leu Pro Ala Gly 
50 55 60 

Tyr Arg Val Asn Ser Xaa 
65 70 



(2) INFORMATION FOR SEQ ID NO: 418: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 41B : 

Met His Glu Lys Ala Trp Asn Leu lie Leu Leu Trp Trp Leu Ser Leu 
15 10 15 

Asp Leu Leu Gly Val Ala Lys Thr Ala Met Trp Ala Gin Trp Cys Gly 
20 25 30 

Leu Asn Asp His Lys Gly Lys Xaa 
35 40 



(2) INFORMATION FOR SEQ ID NO: 419: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEZIGTH: 22 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 419: 

Met Ala Phe Val Leu Leu Xaa Cys Phe Val Xaa Leu Gin Ser Ser Xaa 
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Gly Arg Ala Val Gin Xaa 
20 



(2) INFORMATION FOR SEQ ID ::0: 421: 

10 (i) SEQUENCE CHARAdZP-STZCS: 

(A) LENGTH: 33 5^jLt.z acids 

(B) r/?E: anri.-o acid 
(D) TOPOLOGY: lir.ear 

(xi) SEQUENCE DESCRI?TIC*i: SEQ ID KC: 420: 



15 



25 



Met Phe Ser Leu Leu Trp Leu Val Cys Val Vr:z Ser Asn Ser Ser Val 
15 10 15 



Ala Asn Val Thr Ala Ser Arg Gly Gly Val rhe Lys Arg Ser Leu Gly 
20 20 25 30 



His Glu Gly Phe Ser Xaa 
35 



(2) INFORMATION FOR SEQ ID ::0: 421 



(i) SEQUENCE CKARACTZrllSTrcS: 
30 (A) LENGTH: 35 sjrir.z acids 

(B) TYPE: amino acic 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTI"::: SEI ID : 421: 

35 Lys Trp Leu Leu Phe lie Phe Leu L^u Cys leu Gin Leu Val Asn Ala 
15 10 15 

Leu Leu Ser Leu Phe Gin Glu Arg Phe Val I-lis Cys Pro A— a Arg Phe 
20 25 3: 

40 

Val Ser Xaa 
35 



45 

(2) INFORMATION FOR SEQ ID 170 : 422: 

(1) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 cLtiir-C acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRI?TIC»J : SZQ ID NO: 422: 

Met Leu Leu Phe Leu Ser lie Thr A-sn Ser Leu Ser Phe lie Ser Val 
55 1 5 10 15 

Asp Lys Pro Phe Gly Gin Ser Glu A^ Val Cys Pro Val He Ser Xaa 
20 25 30 



60 
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5 (2) INFORMATION FOR SEQ ID NO: 423: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 127 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 423: 



15 



Met Glu Phe Leu Phe Asn Lys Thr Gly Trp Ala Phe Ala Ala Leu Cys 
^5 10 15 

Phe Val Leu Ala Met Thr Ser Gly Gin Met Trp Asn His He Arg Gly 
20 25 30 



Pro Tyr Ala His Lys Asn Pro His Thr Gly His Val Asn Tyr He 
20 35 40 45 

His Gly Ser Ser Gin Ala Gin Phe Val Ala Glu Thr His He Val Leu 
50 55 60 

25 Leu Phe Asn Gly Gly Val Thr Leu Gly Met Val Leu Leu Cys Glu Ala 
^5 70 75 80 

Ala Thr Ser Asp Met Asp He Gly Lys Arg Lys He Met Cys Val Ala 
' 85 90 95 

Gly He Gly Leu Val Val Leu Phe Phe Ser Trp Met Leu Ser He Phe 
100 105 110 

Arg Ser Lys Tyr His Gly Tyr Pro Tyr Ser Phe Leu Met Ser Xaa 
35 115 120 125 



40 



(2) INFORMATION FOR SEQ ID NO: 424: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

^5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 424: 



50 



55 



Met Thr Trp His Ser Arg Glu Ser Phe Xaa Leu Leu Arg Val Val Ala 
^5 10 15 

Pro Ser Gin Ala Pro Gly Met Gin Val Ser Pro Ser Gin Arg Ala Trp 
20 25 30 

Arg Arg Pro Leu His Arg Cys His Val Ala Ala Pro Arg Pro His His 
35 40 45 

Phe Ala Phe Phe Arg Asn Pro Phe Ser Trp Ser Phe He Lys Leu Leu 
50 55 60 



Tyr Arg Tyr Leu Xaa 
60 65 
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^ (2) INFORMATION FOR SEQ ID NO: 425: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 425: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr lie Ser Leu He Leu Ala Val 
15 10 15 

15 Gin He Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 25 30 



20 



Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Thr 

35 40 45 

Trp Pro Thr Thr Arg Ser Leu Gly Arg Gin Asp Glu His Gin Asp Arg 

50 55 60 



Val His He Leu Gly Gly Phe Pro Gin Leu His Gly His Ser Pro Tyr 
25 65 70 75 80 



30 



Gly Leu Pro Gly Arg Gly Glu Arg Tyr Val Gly Xaa 
85 90 



(2) INFORMATION FOR SEQ ID NO: 426: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 380 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 426: 

40 Met Ala Arg Arg Ser Ala Phe Pro Ala Ala Ala Leu Trp Leu Trp Ser 
15 10 15 

He Leu Leu Cys Leu Leu Ala Leu Arg Ala Glu Ala Gly Pro Pro Gin 
20 25 30 

45 

Glu Glu Ser Leu Tyr Leu Trp He Asp Ala His Gin Ala Arg Val Leu 
35 40 45 

He Gly Phe Glu Glu Asp He Leu He Val Ser Glu Gly Lys Met Ala 
50 50 55 60 

Pro Phe Thr His Asp Phe Arg Lys Ala Gin Gin Arg Met Pro Ala He 
65 70 75 80 

55 Pro Val Asn He His Ser Met Asn Phe Thr Trp Gin Ala Ala Gly Gin 
85 90 95 

Ala Glu Tyr Phe Tyr Glu Phe Leu Ser Leu Arg Ser Leu Asp Lys Gly 
,^ 100 105 110 

oU 
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He Met Ala Asp Pro Thr Val Asn Val Pro Leu Leu Gly Thr Val Pro 
115 120 125 

His Lys Ala Ser Val Val Gin Val Gly Phe Pro Cys Leu Gly Lys Gin 
5 130 135 140 

Asp Gly Val Ala Ala Phe Glu Val Asp Val He Val Met Asn Ser Glu 
145 150 155 160 

10 Gly Asn Thr He Leu Gin Thr Pro Gin Asn Ala He Phe Phe Lys Thr 
165 170 175 



15 



Cys Gin Gin Ala Glu Cys Pro Gly Gly Cys Arg Asn Gly Gly Phe Cys 
180 185 190 

Asn Glu Arg Arg He Cys Glu Cys Pro Asp Gly Phe His Gly Pro His 
195 200 205 



Cys Glu Lys Ala Leu Cys Thr Pro Arg Cys Met Asn Gly Gly Leu Cys 
20 210 215 220 



25 



Val Thr Pro Gly Phe Cys He Cys Pro Pro Gly Phe Tyr Gly Val Asn 
225 230 235 240 

Cys Asp Lys Ala Asn Cys Ser Thr Thr Cys Phe Asn Gly Gly Thr Cys 
245 250 255 



30 



Phe Tyr Pro Gly Lys Cys He Xaa Pro Pro Gly Leu Glu Gly Glu Gin 
260 265 270 

Cys Glu He Ser Lys Cys Pro Gin Pro Cys Arg Asn Gly Gly Lys Cys 
275 280 285 



He Gly Lys Ser Lys Cys Lys Xaa Ser Lys Gly Tyr Gin Gly Asp Leu 
35 290 295 300 



40 



Cys Ser Lys Pro Val Cys Glu Pro Gly Cys Gly Ala His Gly Thr Cys 
305 310 ' 315 320 

His Glu Pro Asn Lys Cys Gin Cys Gin Glu Gly Trp His Gly Arg His 
325 330 335 



45 



Cys Asn Lys Arg Tyr Glu Ala Ser Leu He His Ala Leu Arg Pro Ala 
340 345 350 

Gly Ala Gin Leu Arg Gin His Thr Pro Ser Leu Lys Lys Ala Glu Glu 
355 360 365 



Arg Arg Asp Pro Pro Glu Ser Asn Tyr He Trp Xaa 
50 370 375 380 



55 



(2) INFORMATION FOR SEQ ID NO: 427: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

60 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 427: 
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Met Thr Ser Asn Leu Leu Leu Leu Thr lexx Leu Le:: Lys Asp Thr Leu 

5 Xaa Leu Ala Lys Xaa Asn Xaa Xaa 
20 



10 (2) INFORMATION FOR SEQ ID NO: 428: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 47 amino aci^ 

(B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NC: 423: 



20 



Met Arg His His Thr Gin Leu Asn Phe lie Phe Le'j Val Giu Met Val 
1 5 10 15 

Phe Leu His Val Gly Gin Ala Gly Leu Lys Leu Pro Th- Ser Giy Asp 
20 25 30 



Xaa Ala Cys Phe Gly Leu Pro Lys Val Leu Gly Leu Gin Aj.a Xaa 
25 35 40 45 



30 



40 



55 



(2) INFORMATION FOR SEQ ID NO: 429: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 429: 



Met Cys Ser Asp Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO; 430: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 144 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION; SEQ ID ^^0: 430: 

50 Leu Leu Ser lie Leu Leu Cys Leu Leu Ala Ser Gly Leu Val Val Phe 
15 10 ^5 

Phe Leu Phe Pro His Ser Val Leu Val .Asp Asp Asp Gly lie Lys Val 
20 25 30 



Val Lys Val Thr Phe Asn Lys Gin Asp Ser Leu Val He I/eu Thr He 
35 40 45 



60 



Met Ala Thr 
50 



Leu Lys He Arg Asn Ser Asn Phe Tyr Thr Val Ala Val 
55 60 
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Thr Ser Leu Ser Ser Gin He Gin Tyr Met Asn Thr Val Val Asn Phe 
65 70 75 80 

5 Thr Gly Lys Ala Glu Met Gly Gly Pro Phe Ser Tyr Val Tyr Phe Phe 
85 90 95 

Cys Thr Val Pro Glu He Leu Val His Asn He Val He Phe Met Arg 
100 105 110 



10 



Thr Ser Val Lys He Ser Tyr He Gly Leu Met Thr Gin Ser Ser Leu 
115 120 125 



Glu Thr His His Tyr Val Asp Cys Gly Gly Asn Ser Thr Ala He Xaa 
15 130 135 140 



20 



35 



40 



(2) INFORMATION FOR SEQ ID NO: 431: 



(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 431: 

30 Met Phe Phe Phe Leu Tyr Val Tyr Ser Val Leu Cys Gly Leu Leu Val 
15 10 15 

Tyr Pro Ser Leu Pro Ser His Ser Val Ser Leu Val Thr Ser Leu Val 
20 25 30 



Ala Ser Ala Leu Xaa 
35 



(2) INFORMATION FOR SEQ ID NO: 432: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 
45 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 432: 

Met Ala Ser He Asn Ala Val Tyr He His Val Phe Leu Gly Val Cys 
50 1 5 10 15 

Val Gin Ala Thr Ala Ala Cys Pro Trp Cys Ser Gin Cys Arg Xaa Gly 
20 25 30 

55 Ser Val Pro Ser Xaa 
35 



60 (2) INFORMATION FOR SEQ ID NO: 433: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 192 amino acids 

(B) TYPE: amino acid 
5 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 433: 

Met Met Ala Ala Met Val Leu Thr Ser Leu Ser Cys Ser Pro Val Val 
15 10 15 

Gin Ser Pro Pro Gly Thr Glu Ala Asn Phe Ser Ala Ser Arg Ala Ala 
20 25 30 

Cys Asp Pro Trp Lys Glu Ser Gly Asp He Ser Asp Ser Gly Xaa Ser 
15 35 40 45 

Thr Thr Ser Gly His Trp Ser Gly Ser Ser Gly Val Ser Thr Pro Ser 
50 55 60 

20 Pro Pro His Pro Gin Ala Ser Pro Lys Tyr Leu Gly Asp Ala Phe Gly 
65 70 75 80 

Ser Pro Gin Thr Asp His Gly Phe Glu Thr Asp Pro Asp Pro Phe Leu 
85 90 95 

Leu Asp Glu Pro Ala Pro Arg Lys Arg Lys Asn Ser Val Lys Val Met 
100 105 110 



25 



Tyr Lys Cys Leu Trp Pro Asn Cys Gly Lys Val Leu Arg Ser He Val 
30 115 120 125 

Gly He Lys Arg His Val Lys Ala Leu His Leu Gly Asp Thr Val Asp 
130 135 140 

35 Ser Asp Gin Phe Lys Arg Glu Glu Asp Phe Tyr Tyr Thr Glu Val Gin 
145 150 155 160 



40 



45 



50 



Leu Lys Glu Glu Ser Ala Ala Ala Ala Ala Ala Ala Ala Ala Asp Pro 
165 170 175 

Gin Ser Leu Gly Leu Pro Pro Pro Ser Gin Leu Pro Pro Pro Ala Xaa 
180 185 190 



(2) INFORMATION FOR SEQ ID NO: 434: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 434: 

Met Ser Thr Asn Tyr Leu Thr Asp Val Cys Ser Leu Phe Ser Tyr Leu 
1 5 10 15 , 

60 Asn Tyr Leu Tyr Phe His His His Leu Pro Val Pro Asn Thr Xaa 
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20 25 



5 (2) INFORMATION FOR SEQ ID NO: 435: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 101 amino acids 

(B) TYPE: amino acid 
IQ (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 435: 



30 



15 



Met Gly Phe Phe Phe Val Leu Phe Phe Leu Tyr Leu Ala Leu Ser Arg 
15 10 15 

ASP Trp Ser He Asn Phe Leu Lys Asp His Arg He Asn Phe Phe Val 
20 25 30 



Ala Thr Ser Tyr Phe Ser Val Tyr Val Arg Gly Xaa Pro Xaa Val Pro 
20 35 40 45 

Ala Asp Thr Pro Leu Gly Pro Leu Leu Ser Leu Trp Leu His His Asn 
50 55 60 

25 Ala Phe Phe Ser He Leu Pro Lys Phe Pro Glu Asn Xaa Xaa Phe Leu 
65 70 75 80 

He Leu Lys Lys Leu Val Val Glu Met Gly Trp Asp Leu Phe He Ser 
85 90 95 

30 

Pro Glu Asn Lys Xaa 
100 



35 

(2) INFORMATION FOR SEQ ID NO: 436: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 
40 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 436: 

Met Ala Arg Tyr Phe He Phe Phe He Leu Val Phe Met Lys Val Ser 
45 1 5 10 15 

Leu Asn Thr Thr Trp Pro Ala Pro Arg Pro Ala Thr Leu Arg Thr Ala 
20 25 30 

50 Asn Lys Ser Lys Xaa 
35 



55 (2) INFORMATION FOR SEQ ID NO: 437: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
50 (D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 437: 

Phe Ser Thr lie Arg Ser Gly Leu Thr Asp Arg Ser Val Asn Phe Leu 
15 10 15 

5 

Phe Leu Phe Leu Asp Val Pro Asp Cys Arg Leu Val Asn lie Glu Leu 
20 25 30 

Met Ala Asn Ser Thr Val Thr His Ala Xaa 
10 35 40 



15 



25 



40 



50 



(2) INFORMATION FOR SEQ ID NO: 438: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 1 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 {xi) SEQUENCE DESCRIPTION: SEQ ID NO: 438: 



Leu 
1 



(2) INFORMATION FOR SEQ ID NO: 439: 



(i) SEQUENCE CHARACTERISTICS: 
30 <A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»«: SEQ ID NO: 439: 

35 Met Pro Trp Arg Arg Ala Gly Leu Met Met Leu Pro He He Thr Gly 
15 10 15 



Cys Cys Pro Cys Ser Ala Ser He Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 440: 



45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 440: 



Met Tyr Leu Cys Lys Thr Val Lys Val Leu He Cys Tyr Asp Trp He 
15 10 15 



Leu Gly Leu Val Ser Ser Gly Gin His Trp Val Val Ser Leu Ser Tyr 
55 20 25 30 

Ser He Arg Val Tyr Pro Ala Met His Phe Thr Leu Cys Val His He 
35 40 45 



60 



Tyr Ser Lys Glu Pro Cys 
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50 



5 (2) INFORMATION FOR SEQ ID NO: 441: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 42 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 441: 



15 



Met Thr Ala Leu Val Trp Arg Lys Gly Pro Asp Gly Gly Ser Arg Lys 
15 10 15 

Pro He Leu Leu Leu Phe Phe Phe Leu Pro Leu He Leu Cys Phe His 
20 25 30 



Ser Phe He His Ser Ser Asn He Cys Xaa 
20 35 40 



25 



40 



(2) INFORMATION FOR SEQ ID NO: 442: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 442: 

Met Phe Leu Thr Thr Trp Phe Leu Leu Leu Ser Val Ala Trp Xaa Ala 
15 10 15 

35 Leu Thr Arg Ser Gly Arg Ser Cys Leu Pro Leu Val Gly Arg Pro Arg 
20 25 30 



Glu Gin Ser Pro Arg Thr His Cys Ala Ala Ser Ser Thr Lys Glu Arg 
35 40 45 

Asn Ser Asp Pro Gin Pro Ser Pro Pro Glu Val Val Gly Pro Leu Trp 
50 55 60 



Ser Xaa 
45 65 



50 



(2) INFORMATION FOR SEQ ID NO: 443: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTIOI: SEQ ID NO: 443: 

Met Lys Ala He Gly He Glu Pro Ser Leu Ala Thr Tyr His His He 
1 5 10 15 

60 He Arg Leu Phe Asp Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 



wo 98/54963 



PCT/US98/11422 



587 



20 25 30 

He He Tyr Asp He Met Asn Glu Leu Met Gly Lys Arg Phe Ser Pro 
35 40 45 

5 

Lys Asp Pro Asp Asp Asp Lys Phe Phe Gin Ser Ala Met Ser He Cys 
50 55 60 

Ser Ser Leu Arg Asp Leu Glu Leu Ala Tyr Gin Val His Gly Leu Leu 
10 65 70 75 80 

Lys Thr Gly Asp Asn Trp Lys Phe He Gly Pro Asp Gin His Arg Asn 
85 90 95 

15 Phe Tyr Tyr Ser Lys Phe Phe Asp Leu He Cys Leu Met Glu Gin He 
100 105 110 

Asp Val Thr Leu Lys Trp Tyr Glu Asp Leu He Pro Ser Ala Tyr Phe 
115 120 125 

20 

Pro His Ser Gin Thr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 

Asn Arg Leu Glu Val He Pro Lys He Trp Glu Arg 
25 145 150 155 



(2) INFORMATION FOR SEQ ID NO: 444: 

30 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 444: 

Met His Phe Leu Phe Arg Phe He Val Phe Phe Tyr Leu Trp Gly Leu 
15 10 15 

40 Phe Thr Ala Gin Arg Gin Lys Lys Glu Glu Ser Thr Glu Glu Val Lys 
20 25 30 

He Glu Val Leu His Arg Pro Glu Asn Cys Ser Lys Thr Ser Lys Lys 
35 40 45 

45 

Gly Asp Leu Leu Lys Cys Pro Leu Xaa 
50 55 



50 

(2) INFORMATION FOR SEQ ID NO: 445: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 416 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 445: 

Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro 
60 1 5 10 15 
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Val His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys 
20 25 30 

5 Thr Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg 
35 40 45 

Gly Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His 
50 55 60 



10 



15 



Arg Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp 
65 70 75 80 

Val Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr 



30 



40 



45 



55 



60 



85 



90 



95 



Lys Val Phe Gly Ser Lys Phe Thr Gin lie Ser Pro Val Trp Leu Gin 
100 105 110 

20 Leu Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp 
115 120 125 

Val Asp Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu 
130 135 140 

25 

His lie Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe 
145 150 155 160 

Arg Asn Val Leu Asp Ser Glu Asp Glu He Glu Glu Leu Ser Lys Thr 
165 170 175 

Val Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu 
180 185 190 

35 Val Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Met 
195 200 205 



Leu Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu 
210 215 220 

Leu Val He Pro Pro Ala He Thr Pro Gly Thr Asp Gin Leu Gly Met 
225 230 235 240 

Phe Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe 
245 250 255 

Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn 
260 265 270 



50 Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys 
275 280 285 



Ser Lys Trp Arg Ser Lys He Leu Leu Gly Leu Asn Phe Tyr Gly Met 
290 295 300 

Asp Tyr Ala Thr Ser .Lys Asp Ala Arg Glu Pro Val Val Gly Ala Arg 
305 310 315 320 

Tyr He Gin Thr Leu Lys Asp His Arg Pro Arg Met Val Trp Asp Ser 
325 330 335 
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Gin Xaa Ser Glu His Phe Phe Glu Tyr Lys Lys Ser Arg Ser Gly Arg 
340 345 350 

5 His Val Val Phe Tyr Pro Thr Leu Lys Ser Leu Gin Val Arg Leu Glu 
355 360 365 

Leu Ala Arg Glu Leu Gly Val Gly Val Ser lie Trp Glu Leu Ala Arg 
370 375 380 

10 

Ala Trp Thr Thr Ser Thr Thr Cys Ser Arg Trp Ala Leu Arg Pro Pro 
385 390 395 400 

Arg Trp Thr Cys Ser Phe Leu Ser His Gly Val Ser Glu Gin Val Xaa 
15 405 410 415 



20 



35 



(2) INFORMATION FOR SEQ ID NO: 446: 



(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 446: 

30 Met Ala Pro Gly Pro Leu Ser Ala Thr Gin Ala Val Val lie His Thr 
15 10 15 

Thr His Cys Leu Gin Leu Pro Val Trp Cys Leu Ser Leu Val Ser Glu 
20 25 30 



Leu Leu Gly Arg Ala Pro Pro His Asn Lys Asp Ala Leu Arg Pro Ser 
35 40 45 



Lys Lys Lys Lys Lys Lys Leu Xaa Gly Gly Pro Val Pro He Pro Pro 
40 50 55 60 



45 

(2) INFORMATION FOR SEQ ID NO: 447: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 206 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 447: 

55 Met Leu Gly Ala Lys Pro His Trp Leu Pro Gly Pro Leu His Ser Pro 
15 10 15 



Gly Leu Pro Leu Val Leu Val Leu Leu Ala Leu Gly Ala Gly Trp Ala' 
20 25 30 
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Gin Glu Gly Ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
35 40 « 

CVS Glu Pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
5 50 55 60 

Gly Glu Ala Pro Pro Gly Arg Val Ala Phe Ala Ala Val Arg Ser Xaa 
65 70 75 80 

10 His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Xaa Gly Ala He 
85 90 95 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
100 105 110 

ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
115 120 125 



15 



His val val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Met 
20 130 135 "0 

Leu Asn Thr Trp Pro Val He Ser Ala Phe Ala Asn Asp Pro Asp Val 
145 150 155 160 

25 Thr Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
165 170 "5 

ASP Arg Val Ser Leu Arg Leu Arg Arg Gly Asn Leu Leu Gly Gly Trp 
180 185 190 



30 



35 



Lys Tyr Ser Ser Phe Ser Gly Phe Leu He Phe Pro Leu Xaa 
195 200 205 



(2) INFORMATION FOR SEQ ID NO: 448: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 62 amino acids 
40 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 448: 

Met ser Ser Leu Leu Ser Ala Gly Leu Gin Ala Ser Leu Cys Gly Lys 
45 1 5 10 15 

Xaa Leu Trp Ala ser Thr Trp Tyr Leu Val Cys Cys Leu Leu Pro Phe 
20 25 30 

50 Phe His Gin Gly Cys Cys Asp His Lys Ser Lys Gin Gin Tyr He Pro 
35 40 45 

Asn Leu Lys Ser Tyr Cys Gly Leu Ser Thr He Glu He Xaa 
50 55 60 

55 



60 



(2) INFORMATION FOR SEQ ID NO: 449: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENCSTH: 316 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICM: SEQ ID NO: 449: 

^ Met Ser Thr Lys Lys Leu Cys He Val Gly Gly He Leu Leu Val Phe 
1 5 10 

Gin lie lie Ala Phe Leu Val Gly Gly Leu He Ala Pro Gly Pro Thr 
10 20 25 30 



Thr Ala val Ser Tyr Met Ser Val Lys Cys Val Asp Ala Arg Lys Asn 
35 40 45 

15 His His Lys Thr Lys Trp Phe Val Pro Trp Gly Pro Asn His Cys Asp 
50 55 60 

lie Arg Asp lie Glu Glu Ala He Pro Arg Glu He Glu Ala Asn 



50 55 60 

Lys He Arg Asp lie ijiu vxu. — - 

65 " 
n(\ 

ASP He val Phe Ser Val His He Pro Leu Pro His Met Glu Met Ser 
85 90 



pro Trp Phe Gin Phe Met Xaa Phe He Leu Gin Leu Asp He Ala Phe 
100 "5 

Lys Leu Asn Asn Gin He Arg Glu Asn Ala Glu Val Ser Met Asp Val 



115 



120 



30 ser Leu Ala Tyr Arg Asp Asp Ala Phe Ala Glu Trp Thr Glu Met Ala 
130 135 "° 

His Glu Arg val Pro Arg Lys Leu Lys Cys Thr Phe Thr Ser Pro Lys 
145 



150 155 



35 



Glu His Gly Gly Pro Val Thr Met Asn Val Met Ser Phe Leu 



Thr Pro 

165 



170 I'^S 



ser Trp Lys Leu Gly Leu Trp Pro Met Lys Phe Tyr Leu Leu Asn He 

40 180 



185 190 



Arg Leu Pro 



Val Asn Glu Lys Lys Lys He Asn Val Gly He Gly Glu 
195 200 205 

45 He Lys ASP He Arg Leu Val Gly He His Gin Asn Gly Gly Phe Thr 
210 215 220 



50 



Lys val Trp Phe Ala Met Lys Thr Phe Leu Thr Pro Ser He Phe He 
225 230 235 

He Met val Trp Tyr Trp .Arg Arg He Thr Met Met Ser Arg Pro Pro 
245 250 255 



val Leu Leu Glu Lys Val He Phe Ala Leu Gly He Ser Met Thr Phe 
55 260 



265 270 



He Asn He Pro Val Glu Trp Phe Ser He Gly Phe Asp Trp Thr Trp 
275 280 285 

60 Met Leu Leu Phe Gly Asp He Arg Gin Ala Ser Ser Met Xaa Cys Phe 
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290 



295 



300 



Xaa Pro Ser Gly Ser Ser Ser Val Ala Ser Thr Xaa 
305 310 315 



(2) INFORMATION FOR SEQ ID NO: 450: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 24 amino acids 
{B) TVPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 450: 

Met Leu Ala Leu Leu Gly Leu Leu Ala Gly Thr Glu His Pro Pro Gly 
15 10 15 

Pro Gin Gly Pro Gly Pro Ser Xaa 
20 20 



25 



35 



50 



(2) INFORMATION FOR SEQ ID NO: 451: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 451: 



Met Pro Ser Gly Ala Cys Cys Ser Pro Xaa 
1 5 10 



(2) INFORMATION FOR SEQ IQ NO: 452: 



(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 26 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 452: 

45 Met Leu Pro Ala Leu Ser Thr Val Leu Leu Pro Thr Pro Ser Leu Cys 
15 10 15 



Ser Gly Asn Pro Arg Glu Gly Trp Ala.Xaa 
20 25 



(2) INFORMATION FOR SEQ ID NO: 453: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 172 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQtJENCE DESCRIPTION: SEQ ID NO: 453: 

60 
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Met Tyr Ser Leu His Ser Trp Val Gly Leu lie Ala Val He Cys Tyr 
15 10 15 

Leu Leu Gin Leu Leu Ser Gly Phe Ser Val Phe Leu Leu Pro Trp Ala 
5 20 25 30 

Pro Leu Ser Leu Arg Ala Phe Leu Met Pro He His Val Tyr Ser Gly 
35 40 45 

10 He Val He Phe Gly Thr Val He Ala Thr Ala Leu Met Gly Leu Thr 
50 55 60 

Glu Lys Leu He Phe Ser Leu Arg Asp Pro Ala Tyr Ser Thr Phe Pro 
65 70 75 80 

15 

Pro Glu Gly Val Phe Val Asn Thr Leu Gly Leu Leu He Leu Val Phe 
85 90 95 

Gly Ala Leu He Phe Trp He Val Thr Arg Pro Gin Trp Lys Arg Pro 
20 100 105 110 

Lys Glu Pro Asn Ser Thr He Leu His Pro Asn Gly Gly Thr Glu Gin 
115 120 125 

25 Gly Ala Arg Gly Ser Met Pro Ala Tyr Ser Gly Asn Asn Met Asp Lys 
130 135 140 

Ser Asp Ser Glu Leu Asn Xaa Glu Val Ala Ala Arg Lys Arg Asn Leu 
145 150 155 160 

30 

Ala Leu Asp Glu Ala Gly Gin Arg Ser Thr Met Xaa 
165 170 



35 

(2) INFORMATION FOR SEQ ID NO: 454: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 96 amino acids 
40 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 454: 

Met Phe His Val Leu Met Ala Gin Val Thr Xaa Val He He Thr Thr 
45 1 5 10 15 

Val Ser Val Leu Val Phe Asp Phe Arg Pro Ser Leu Glu Phe Phe Leu 
20 25 30 

50 Glu Ala Xaa Ser Val Xaa Leu Ser He Phe He Tyr Asn Ala Ser Lys 
35 40 45 

Pro Gin Val Pro Glu Tyr Ala Pro Arg Gin Glu Arg He Arg Asp Leu 
50 55 60 

55 

Ser Gly Asn Leu Trp Glu Arg Ser Ser Gly Asp Gly Glu Glu Leu Glu 
65 70 75 80 



60 



Arg Leu Thr 



Lys Pro Lys Ser Asp Glu Ser Asp Glu Asp Thr Phe Xaa 
85 90 95 
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5 

{2) INFORMATION FOR SEQ ID NO: 455: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 171 ainino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 455: 

15 Met Arg Gly Pro Ala Gin Ala Lys Leu Leu Pro Gly Ser Ala lie Gin 
15 10 15 

Ala Leu Val Gly Leu Ala Arg Pro Leu Val Leu Ala Leu Leu Leu Val 
20 25 30 

20 

Ser Ala Ala Leu Ser Ser Val Val Ser Arg Thr Asp Ser Pro Ser Pro 
35 40 45 

Thr Val Leu Asn Ser His He Ser Thr Pro Asn Val Asn Ala Leu Thr 
25 50 55 60 

His Glu Asn Gin Thr Lys Pro Ser He Ser Gin He Ser Thr Thr Leu 
65 70 75 80 

30 Pro Pro Thr Thr Ser Thr Lys Lys Ser Gly Gly Ala Ser Val Val Pro 
85 90 95 

His Pro Ser Pro Thr Pro Leu Ser Gin Glu Glu Ala Asp Asn Asn Glu 
100 105 110 

35 

Asp Pro Ser He Glu Glu Glu Asp Leu Leu Met Leu Asn Ser Ser Pro 
115 . . 120 125 

Ser Thr Ala Lys Asp Thr Leu Asp Asn Gly Asp Tyr Gly Glu Pro Asp 
40 130 135 140 

Tyr Asp Trp Thr Thr Gly Pro Arg Asp Asp Asp Glu Ser Asp Xaa His 
145 150 155 160 

45 Leu Gly Arg Lys Gin Gly Leu His Gly Asn Xaa 
165 170 



50 (2) INFORMATION FOR SEQ ID NO: 456: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LE1K3TH: 92 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTI<»J: SEQ ID NO: 456: 

Met Lys Ala Ser Gin Cys Cys Cys Cys Leu Ser His Leu Leu Ala Ser. 
1 5 10 15 
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Val Leu Leu Leu Leu Leu Leu Pro Glu Leu Ser Gly Xaa Leu Xaa Val 
20 25 30 

Leu Leu Gin Ala Ala Glu Ala Ala Pro Gly Xaa Gly Pro Pro Asp Pro 
5 35 40 45 

Arg Pro Gly His Tyr Arg Arg Cys His Arg Ala Leu Thr Pro Ala Gin 
50 55 60 

10 Gin Pro Gly Arg Gly Leu Ala Glu Ala Ala Gly Ala Ala Gly Leu Arg 
65 70 75 80 

Gly Arg Gin Trp Gin Gin Pro Cys Gly Arg Ala Xaa 
85 90 

15 



(2) INFORMATION FOR SEQ ID NO: 457: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 206 amino acids 
{B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 457: 



25 



40 



55 



He Ser Val Leu Xaa Tyr Pro His Cys Val Val His Glu Leu Pro Glu 
15 10 15 



Leu Thr Ala Glu Ser Leu Glu Ala Gly Asp Ser Asn Gin Phe Cys Trp 
30 20 25 30 

Arg Asn Leu Phe Ser Cys He Asn Leu Leu Arg He Leu Asn Lys Leu 
35 40 45 

35 Thr Lys Trp Lys His Ser Arg Thr Met Met Leu Val Val Phe Lys Ser 
50 55 60 



Ala Pro He Leu Lys Arg Ala Leu Lys Val Lys Gin Ala Met Met Gin 
65 70 75 80 

Leu Tyr Val Leu Lys Leu Leu Lys Val Gin Thr Lys Tyr Leu Gly Arg 
85 90 95 



Gin Tip Arg Lys Ser Asn Met Lys Thr Met Ser Ala He Tyr Gin Lys 
45 100 105 110 

Val Arg His Arg Leu Asn Asp Asp Trp Ala Tyr Gly Asn Asp Leu Asp 
115 120 125 

50 Ala Arg Pro Trp Asp Phe Gin Ala Glu Glu Cys Ala Leu Arg Ala Asn 
130 135 140 



He Glu Arg Phe Asn Ala Arg Arg Tyr Asp Arg Ala His Ser Asn Pro 
145 ISO 155 160 

Asp Phe Leu Pro Val Asp Asn Cys Leu Gin Ser Val Leu Gly Gin Arg 
165 170 175 



Val Asp Leu Pro Glu Asp Phe Gin Met Asn Tyr Asp Leu Trp Leu Glu 
60 180 185 190 



wo 98/54963 



PCTAJS98/11422 



596 



Arg Glu Val Phe Ser Lys Pro He Ser Trp Glu Glu Leu Leu 
195 200 205 

5 

(2) INFORMATION FOR SEQ ID NO: 458: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 317 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 458: 

15 Met Ala Pro Pro Ala Pro Gly Pro Ala Ser Gly Gly Ser Gly Glu Val 
15 10 15 

Asp Glu Leu Phe Asp Val Lys Asn Ala Phe Tyr He Gly Ser Tyr Gin 
20 25 30 

20 

Gin Cys He Asn Glu Ala Xaa Xaa Val Lys Leu Ser Ser Pro Glu Arg 
35 40 45 

Asp Val Glu Arg Asp Val Phe Leu Tyr Arg Ala Tyr Leu Ala Gin Arg 
25 50 55 60 

Lys Phe Gly Val Val Leu Asp Glu He Lys Pro Ser Ser Ala Pro Glu 
65 70 75 80 

30 Leu Gin Ala Val Arg Met Phe Ala Asp Tyr Leu Ala His Glu Ser Arg 
85 90 95 

Arg Asp Ser He Val Ala Glu Leu Asp Arg Glu Met Ser Arg Ser Xaa 
100 105 110 

35 

Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser He Tyr Leu 
115 120 125 

His Asp Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly Asp 
40 130 135 140 

Ser Leu Glu Cys Thr Ala Met Thr Val Gin He Leu Leu Lys Leu Asp 
145 150 155 160 

45 Arg Leu Asp Leu Ala Arg Lys Glu Leu Lys Arg Met Gin Asp Leu Asp 
165 170 175 

Glu Asp Ala Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu Ala 
180 185 190 

50 

Thr Gly Gly Glu Lys Leu Gin Asp Ala Tyr Tyr He Phe Gin Glu Met 
195 200 205 

Ala Asp Lys Cys Ser Pro Thr Leu Leu Leu Leu Asn Gly Gin Ala Ala 
55 210 215 220 

Cys His Met Ala Gin Gly Arg Trp Glu Ala Ala Glu Gly Leu Leu Gin 
225 230 235 240. 

60 Glu Ala Leu Asp Lys Asp Ser Gly Tyr Pro Glu Thr Leu Val Asn Leu 
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250 255 



lie Val Leu Ser Gin His Leu Gly Lys Pro Pro Glu Val Thr Asn Arg 
260 265 270 

^ Tyr Leu Ser Gin Leu Lys Asp Ala His Arg Ser His Pro Phe He Lys 
275 280 285 

Glu Tyr Gin Ala Lys Glu Asn Asp Phe Asp Arg Leu Val Leu Gin Tyr 
10 290 295 300 

Ala Pro Ser Ala Glu Ala Gly Pro Glu Leu Ser Gly Pro 
305 310 315 

15 

(2) INFORMATION FOR SEQ ID NO: 459: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 261 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 459: 

25 Arc Asp val Glu Arg Asp Val Phe Leu Tyr Arg Ala Tyr Leu Ala Gin 
15 10 15 

Arg Lys Phe Gly Val Val Leu Asp Glu He Lys Pro Ser Ser Ala Pro 
20 25 30 

30 

Glu Leu Gin Ala Val Arg Met Phe Ala Asp Tyr Leu Ala His Glu Ser 
35 40 45 . 

Arg Arg Asp Ser He Val Ala Glu Leu Asp Arg Glu Met Ser Arg Ser 
35 50 55 60 

Xaa Asp Val Thr Asn Thr Thr Phe Leu Leu Met Ala Ala Ser He Tyr 
65 70 75 80 

40 Leu His ASP Gin Asn Pro Asp Ala Ala Leu Arg Ala Leu His Gin Gly 
85 90 

Asp ser Leu Glu Cys Thr Ala Met Thr Val Gin He Leu Leu Lys Leu 
100 105 110 

45 

Asp Arg Leu Asp Leu Ala Arg Lys Glu Leu Lys Arg Met Gin Asp Leu 
115 120 125 

Asp Glu Asp Ala Thr Leu Thr Gin Leu Ala Thr Ala Trp Val Ser Leu 
50 130 135 140 

Ala Thr Gly Gly Glu Lys Leu Gin Asp Ala Tyr Tyr He Phe Gin Glu 
145 150 155 160 

55 Met Ala Asp Lys Cys Ser Pro Thr Leu Leu Leu Leu Asn Gly Gin Ala 
165 170 175 

Ala Cys His Met Ala Gin Gly Arg Trp Glu Ala Ala Glu Gly Leu Leu. 
ISO 185 190 

60 
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Gin Glu Ala Leu Asp Lys Asp Ser Gly Tyr Pro Glu Thr Leu Val Asn 
195 200 205 

Leu He Val Leu Ser Gin His Leu Gly Lys Pro Pro Glu Val Thr Asn 
5 210 215 220 

Arg Tyr Leu Ser Gin Leu Lys Asp Ala His Arg Ser His Pro Phe He 
225 230 235 240 

10 Lys Glu Tyr Gin Ala Lys Glu Asn Asp Phe Asp Arg Leu Val Leu Gin 
245 250 255 

Tyr Ala Pro Ser Ala 
260 

15 



(2) INFORMATION FOR SEQ ID NO: 460: 

20 ti) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 156 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 460: 

25 

Met Lys Ala He Gly He Glu Pro Ser Leu Ala Thr Tyr His His He 
15 10 15 

He Arg Leu Phe Asp Gin Pro Gly Asp Pro Leu Lys Arg Ser Ser Phe 
30 20 25 30 

He He Tyr Asp He Met Asn Glu Leu Met Gly Lys Arg Phe Ser Pro 
35 40 45 

35 Lys Asp Pro Asp Asp Asp Lys Phe Phe Gin Ser Ala Met Ser He Cys 
50 55 60 



40 



Ser Ser Leu Arg Asp Leu Glu Leu Ala Tyr Gin Val His Gly Leu Leu 
65 70 75 80 

Lys Thr Gly Asp Asn Trp Lys Phe He Gly Pro Asp Gin His Arg Asn 
85 90 9^ 



Phe Tyr Tyr Ser Lys Phe Phe Asp Leu He Cys Leu Met Glu Gin He 
45 100 105 110 

Asp Val Thr Leu Lys Trp Tyr Glu Asp Leu He Pro Ser Ala Tyr Phe 
115 120 125 

50 Pro His Ser Gin Thr Met He His Leu Leu Gin Ala Leu Asp Val Ala 
130 135 140 



55 



Asn Arg Leu Glu Val He Pro Lys He Trp Glu Arg 
145 150 155 



(2) INFORMATION FOR SEQ ID NO: 461: 
60 (i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 176 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 461: 

^ Lys Asp Ser Lys Glu Tyr Gly His Thr Phe Arg Ser Asp Leu Arg Glu 
1 5 10 15 

Glu He Leu Met Leu Met Ala Arg Asp Lys His Pro Pro Glu Leu Gin 
10 20 25 30 

Val Ala Phe Ala Asp Cys Ala Ala Asp He Lys Ser Ala Tyr Glu Ser 
35 40 45 

15 Gin Pro He Arg Gin Thr Ala Gin Asp Trp Pro Ala Thr Ser Leu Asn 
50 55 60 

CVS He Ala He Leu Phe Leu Arg Ala Gly Arg Thr Gin Glu Ala Trp 
65 70 75 80 

Lys Met Leu Gly Leu Phe Arg Lys His Asn Lys He Pro Arg Ser Glu 
85 90 95 



20 



Leu Leu Asn Glu Leu Met Asp Ser Ala Lys Val Ser Asn Ser Pro Ser 
25 100 105 110 

Gin Ala He Glu Val Val Glu Leu Ala Ser Ala Phe Ser Leu Pro He 
115 120 125 

30 Cys Glu Gly Leu Thr Gin Arg Val Met Ser Asp Phe Ala He Asn Gin 
130 135 140 



35 



40 



45 



Glu Gin Lys Glu Ala Leu Ser Asn Leu Thr Ala Leu Thr Ser Asp Ser 
145 150 155 160 

Asp Thr Asp Ser Ser Ser Asp Ser Asp Ser Asp Thr Ser Glu Gly Lys 
165 170 175 



(2) INFORMATION FOR SEQ ID NO: 462: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 324 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 462: 

Met Ser Ser Asp Asn Glu Ser Asp He Glu Asp Glu Asp Leu Lys Leu 
15 10 15 

55 Glu Leu Arg Arg Leu Arg Asp Lys His Leu Lys Glu He Gin Asp Leu 
20 25 30 

Gin Ser Arg Gin Lys His Glu He Glu Ser Leu Tyr Thr Lys Leu Gly 
35 40 45 

60 
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Lys 



Val Pro Pro Ala Val lie He Pro Pro Ala Ala Pro Leu Ser Gly 



50 



55 



60 



Arg Arg Arg Arg Pro Thr Lys Ser Lys Gly Ser Lys Ser Ser Arg Ser 
5 65 70 75 80 

ser ser Leu Gly Asn Lys Ser Pro Gin Leu Ser Gly Asn Leu Ser Gly 
85 90 5^ 



10 Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr Leu His Pro Pro 

105 110 



100 



15 



Gly Asn He Pro Glu Ser Gly Gin Asn Gin Leu Leu Gin Pro Leu Lys 
115 120 125 

Pro ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe Thr Ser Asp Gly 
130 135 140 



Ala He ser Val Pro Ser Leu Ser Ala Pro Gly Gin Gly Thr Ser Ser 
20 145 ISO 155 160 

Thr Asn Thr Val Gly Ala Thr Val Asn Ser Gin Ala Ala Gin Ala Gin 
165 170 "5 

25 pro Pro Ala Met Thr Ser Ser Arg Lys Gly Thr Phe Thr Asp Asp Leu 
180 185 190 

His Lys Leu val Asp Asn Trp Ala Arg Asp Ala Met Asn Leu Ser Gly 

200 205 



30 



45 



195 



35 225 



Arg Arg Gly Ser Lys Gly His Met Asn Tyr Glu Gly Pro Gly Met Ala 
210 215 220 

Arg Lys Phe Ser Ala Pro Gly Gin Leu Cys lie Ser Met Thr Ser Asn 



230 



235 



Leu Gly Gly Ser Ala Pro Ue Ser Ala Ala Ser Ala Thr Ser Leu Gly 
245 250 255 

40 His Phe Thr Lys Ser Met Cys Pro Pro Gin Gin Tyr Gly Phe Pro Ala 
260 265 270 

Thr Pro Phe Gly Ala Gin Trp Ser Gly Thr Gly Gly Pro Ala Pro Gin 

280 285 



275 

Pro Leu Gly Gin Phe Gin Pro Val Gly Thr Ala Ser Leu Gin Asn Phe 
290 295 300 



Asn He ser Asn Leu Gin Lys Ser He Ser Asn Pro Pro Gly Ser Asn 
50 305 310 315 320 



Leu Arg Thr Thr 



55 

(2) INFORMATION FOR SEQ ID NO: 463: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 133 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
txi) SEQUENCE DESCRIPTION: SEQ ID NO: 463: 

5 He Gin ASP Leu Gin Ser Arg Gin Lys His Glu He Glu Ser Leu Tyr 
1 5 10 

Thr Lys Leu Gly Lys Val Pro Pro Ala Val He He Pro Pro Ala Ala 
20 25 30 

Pro Leu ser Gly Arg Arg Arg Arg Pro Thr Lys Ser Lys Gly Ser Lys 
35 40 45 

ser Ser Arg Ser Ser Ser Leu Gly Asn Lys Ser Pro Gin Leu Ser Gly 
15 50 55 60 

Asn Leu Ser Gly Gin Ser Ala Ala Ser Val Leu His Pro Gin Gin Thr 
65 70 75 80 

20 Leu His Pro Pro Gly Asn He Pro Glu Ser Gly Gin Asn Gin Leu Leu 
85 90 95 

Gin Pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe 
100 105 

Thr ser Asp Gly Ala lie Ser Val Pro Ser Leu Ser Ala Pro Gly Gin 
115 120 125 

Gly Thr Ser Ser Thr 

30 130 



(2) INFORMATION FOR SEQ ID NO: 464: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: ^53 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTICX4: SEQ ID NO: 464: 

Thr Ser Asp Gly Ala He Ser Val Pro Ser Leu Ser Ala Pro Gly Gin 



10 



45 Gly Thr Ser Ser Thr Asn Thr Val Gly Ala Thr Val Asn Ser Gin Ala 
20 25 30 

Ala Gin Ala Gin Pro Pro Ala Met Thr Ser Ser Arg Lys Gly Thr Phe 
35 40 45 

50 

Thr Asp Asp Leu His 
50 



55 

(2) INFORMATION FOR SEQ ID NO: 465: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 amino acids 
50 iB) TYPE: amino acid 
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(D) TOPOUOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 465: 

Lys Gly His Met Asn Tyr Glu Gly Pro Gly Met Ala Arg Lys Phe Ser 
5 1 5 10 

Ala Pro Gly Gin Leu Cys He Ser Met Thr Ser Asn Leu Gly Gly Ser 
20 25 30 

10 Ala Pro lie Ser Ala Ala Ser Ala Thr Ser Leu Gly His Phe Thr Lys 
35 ^0 



15 



(2) INFORMATION FOR SEQ ID NO: 466: 



20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 466: 



25 



Gin pro Leu Lys Pro Ser Pro Ser Ser Asp Asn Leu Tyr Ser Ala Phe 
5 



Thr ser Asp Gly Ala He Ser Val Pro Ser I^u Ser Ala Pro Gly 
30 20 25 30 



35 



40 



45 



50 



55 



(2) INFORMATION FOR SEQ ID NO: 467: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: >57 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 467: 

val Arg Val Ala Ala Ala Glu Ser Met Xaa Leu Leu Leu Glu Cys Ala 
1 5 10 

xaa val Arg Gly Pro Glu Tyr Leu Thr Gin Met Trp His Phe Met Cys 
20 25 30 

ASP Ala Leu He Lys Ala He Gly Thr Glu Pro Asp Ser Asp Val Leu 

40 45 • 



Ser Glu He Met His Ser Phe Ala Lys 
50 55 



(2) INFORMATION FOR SEQ ID NO: 468: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 85 amino acids 
gQ (B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 468: 

Met Glu He Asn Asn Gin Asn Cys Phe He Val He Asp Leu Val Arg 
5 1 5 10 15 

Thr Val Met Glu Asn Gly Val Glu Gly Leu Leu He Phe Gly Ala Phe 
20 25 30 

10 Leu Pro Glu Ser Trp Leu lie Gly Val Arg Cys Ser Ser Glu Pro Pro 
35 40 45 

Lys Ala Leu Leu Leu He Leu Ala His Ser Gin Lys Arg Arg Leu Asp 
50 55 60 

Gly Trp Ser Phe He Arg His Leu Arg Val His Tyr Cys Val Ser Leu 
65 70 75 80 

Thr He His Phe Ser 
20 85 



25 



(2) INFORMATION FOR SEQ ID NO: 469: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 469: 

Gin Asp Lys His Ala Glu Glu Val Arg Lys Asn Lys Glu Leu Lys Glu 
15 10 15 

35 Glu Ala Ser Arg 
20 



40 (2) INFORMATION FOR SEQ ID NO: 470: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
45 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 470: 

Gin Gin Asp Leu Ser Pro Trp Ala Ala Pro Val Gly Cys Pro Leu Xaa 
15 10 15 

50 

xaa Ala Ser Xaa Thr Cys His Xaa Leu Pro Leu Ser Gly Cys Leu Arg 
20 25 30 

Arg Gin Ser Xaa Ser Leu Pro Val Val Ala Xaa Leu Cys Phe Trp Phe 
55 35 40 45 

Ser Cys Pro Leu Ala Ser Leu Phe Val Pro Gly Gin Pro Cys Val Thr 
50 55 60 

60 Cys Pro Phe Pro Ser Leu Pro Phe Gin Asp Lys His Ala Glu Glu Val 
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70 



604 



75 80 



ir- -vs isr. --.-3 C-iu -eu Lys Glu Glu Ala Ser Arg 
"35 90 



:2i Z:— r:-3.-i::; rCR SEQ id no*. 471: 

10 sE^VEizcE characteristics: 

i^.) LE>Kmii 37 amino acids 
vH) TY?E: amino acid 
•Z) TOPOLOGY: linear 
xi; SZv--H2^CE DESCRIPTION: SEQ ID NO: 471: 

i::g c/3 Cys Thr Thr Gin Pro Cys Arg Ser Ser Ala Arg Arg 



^3 ^ ^o y-et Val pro Ser Pro Glu Gly Arg Glu Xaa Gin 

20 " " 2: 25 30 

Tr^ C-ys Pro Ser 

25 

!2) ==-C?:C-C:r.! for SSQ id NO: 472: 

!i) SSrJStCS CHARACTERISTICS: 
30 IX) LZNGTH: 363 amino acids 

(3) r/?E: andno acid 
(D) TOPOLOGY: linear 
■yS) SiQu2K3 DESCRIPTION: SEQ ID NO: 472: 

35 v=- -vs Leu Asn Glu Asn Ser Ala Arg Ser Thr Ala Gly Cys 

^- VI Leu ?he As'n Gin Lys Lys Arg Asn Arg Gin Pro Leu 
2; 25 30 

40 

As- TO Leu Lys Asp Asp Ser Gly lie Ser Thr Pro Ser Asp 
35 40 45 

AS- -vr AS? '-e ?ro Pro Leu Pro Thr Asp Trp Ala Trp Glu Ala Val 
45 50 ' 55 60 

Asr ^0 31u Zsa Ala Pro Val Met Lys Thr Val Asp Thr Gly Gin lie 

ss" ■'o ■'s ^° 

50 Pro His ser Val Ser Arg Pro Leu Arg Ser Gin Asp Ser Val Phe Asn 



85 



90 « 



=er ne Gl.- =«r Asn Thr Gly Arg Ser Gin Gly Gly Trp Ser Tyr Arg 

105 

>^ Gly Asr. Lvs Asn Thr Ser Leu Lys Thr Trp Xaa Lys Asn Asp Phe 
115 120 125 

TVS Gin cys Lys Arg Thr Asn Leu Val Ala Asn Asp Gly Lys Asn 
60 " I30 135 140 
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Ser Cys Pro Met Ser Ser Gly Ala Gin Gin Gin Lys Gin Leu Arg Thr 
145 150 155 160 

5 Pro Glu Pro Pro Asn Leu Ser Arg Asn Lys Glu Thr Glu Leu Leu Arg 
165 170 175 

Gin Thr His Ser Ser Lys He Ser Gly Cys Thr Met Arg Gly Leu Asp 
180 185 190 

Lys Asn Ser Ala Leu Gin Thr Leu Lys Pro Asn Phe Gin Gin Asn Gin 
195 200 205 



10 



Tyr Lys Xaa Gin Met Leu Asp Asp He' Pro Glu Asp Asn Thr Leu Lys 
15 210 215 220 

Glu Thr Ser Leu Tyr Gin Leu Gin Phe Lys Glu Lys Ala Ser Ser Leu 
225 230 235 240 

20 Arg He He Ser Ala Val He Glu Ser Met Lys Tyr Trp Arg Glu His 
245 250 255 

Ala Gin Lys Thr Val Leu Leu Phe Glu Val Leu Ala Val Leu Asp Ser 
260 265 270 



25 



Ala Val Thr Pro Gly Pro Tyr Tyr Ser Lys Thr Phe Leu Met Arg Asp 
275 280 285 



Gly Lys Asn Thr Leu Pro Cys Val Phe Tyr Glu He Asp Arg Glu Leu 
30 290 295 300 

Pro Arg Leu He Arg Gly Arg Val His Arg Cys Val Gly Asn Tyr Asp 
305 310 315 320 

35 Gin Lys Lys Asn He Phe Gin Cys Val Ser Val Arg Pro Ala Ser Val 
325 330 335 

Ser Glu Gin Lys Thr Phe Gin Ala Phe Val Lys He Ala Asp Val Glu 
340 345 350 

40 

Met Gin Tyr Tyr He Asn Val Met Asn Glu Thr 
355 360 



45 

(2) INFORMATION FOR SEQ ID NO: 473: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 473: 

Ser Gin Asp Ser Val Phe Asn Ser He Gin Ser Asn Thr Gly Arg Ser 
55 1 5 10 15 

Gin Gly Gly Trp Ser Tyr Arg Asp Gly Asn Lys Asn Thr Ser Leu Lys 
20 25 30 



60 Thr Trp Xaa 



Lys Asn Asp Phe Lys Pro Gin Cys Lys Arg 
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15 



25 



35 



606 



40 45 



5 (2) INFORMATION FOR SEQ ID ^X): 474: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 andno acids 

(B) TYPE: amino acid 
[0 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 474: 



Asn Lys Glu Thr Glu Leu Leu Arg Gin Thr His Ser Ser Lys lie Ser 
15 10 ^5 

Gly Cys Thr Met Arg Gly Leu Asp Lys Asn Ser Ala Leu Gin Thr Leu 
20 25 30 



Lys Pro Asn Phe 
20 35 



40 



45 



(2} INFORMATION FOR SEQ ID NO: 475: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 49 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 475: 

ser ser Leu Arg He He Ser Ala Val He Glu Ser Met Lys Tyr Trp 
1 5 10 15 

35 Arg Glu His Ala Gin Lys Thr Val Leu Leu Phe Glu Val Leu Ala Val 
20 25 30 



Leu ASP ser Ala Val Thr Pro Gly Pro Tyr Tyr Ser Lys Thr Phe Leu 
35 40 45 



Met 



(2) INFORMATION FOR SEQ ID NO: 476: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 42 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 476: 

Pro Arg Leu He Arg Gly Arg Val His Arg Cys Val Gly Asn Tyr Asp 
55 1 5 10 15 

Gin Lys Lys Asn He Phe Gin Cys Val Ser Val Arg Pro Ala Ser Val 
20 25 30 

60 Ser Glu Gin Lys Thr Phe Gin Ala Phe Val 
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35 40 



5 (2) INFORMATION FOR SEQ ID NO: 477: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 370 amino acids 

(B) TVPE: amino acid 
IQ (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 477: 



15 



Gly Val Phe Arg Pro Cys Val Cys Gly Arg Pro Ala Ser Leu Thr Cys 
15 10 15 

Ser Pro Leu Asp Pro Glu Val Gly Pro Tyr Cys Asp Thr Pro Thr Met 
20 25 30 



Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser Pro Val 
20 35 40 45 

His Thr Thr Leu Ser Lys Ser Asp Ala Lys Lys Ala Ala Ser Lys Thr 
50 55 60 

25 Leu Leu Glu Lys Ser Gin Phe Ser Asp Lys Pro Val Gin Asp Arg Gly 
65 70 75 80 



30 



45 



Leu val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg 
85 90 95 

Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
100 105 110 



Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys 
35 115 120 125 

Val Phe Gly Ser Lys Phe Thr- Gin He Ser Pro Val Trp Leu Gin Leu 
130 135 140 

40 Lys Arg Arg Gly Arg Glu Met Phe Glu Val Thr Gly Leu His Asp Val 
145 150 155 160 



Asp Gin Gly Trp Met Arg Ala Val Arg Lys His Ala Lys Gly Leu His 
165 170 l'?5 

He Val Pro Arg Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg 
180 185 190 



Asn val Leu Asp Ser Glu Asp Glu He Glu Glu Leu Ser Lys Thr Val 
50 195 200 205 

Val Gin Val Ala Lys Asn Gin His Phe Asp Gly Phe Val Val Glu Val 
210 215 220 

55 Trp Asn Gin Leu Leu Ser Gin Lys Arg Val Gly Leu He His Met Leu 
225 230 235 240 

Thr His Leu Ala Glu Ala Leu His Gin Ala Arg Leu Leu Ala Leu Leu- 
245 250 255 

60 
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Val He Pro Pro Ala He Thr Pro Gly Thr Asp Gin Leu Gly Met Phe 
260 265 270 

Thr His Lys Glu Phe Glu Gin Leu Ala Pro Val Leu Asp Gly Phe Ser 
5 275 280 285 

Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro Gly Pro Asn Ala 
290 295 300 

10 pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu Asp Pro Lys Xaa 
305 310 315 320 

Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr Ser Met Xaa Trp Thr 
325 330 335 

15 

xaa Arg Xaa Pro Xaa Asp Ala Arg Xaa Pro Val Val Gly Xaa Arg Xaa 
340 345 350 

He Gin Xaa Leu Lys Asp His Xaa Pro Arg Met Val Leu Asp Ser Lys 
20 355 360 365 

Pro Gin 
370 

25 

(2) INFORMATION FOR SEQ ID NO: 478: 

(i) SEQUENCE CHARACTERISTICS: 
30 (A) LENGTH: 39 amino acids 

(B) T^PE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 478: 

35 Thr Cys Ser Pro Leu Asp Pro Glu Val Gly Pro Tyr Cys Asp Thr Pro 
15 10 15 

Thr Met Arg Thr Leu Phe Asn Leu Leu Trp Leu Ala Leu Ala Cys Ser 
20 25 30 

40 

Pro Val His Thr Thr Leu Ser 
35 



45 



(2) INFORMATION FOR SEQ ID NO: 479: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LSJGTH: 54 amino acids 
50 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 479: 

Leu Val Val Thr Asp Leu Lys Ala Glu Ser Val Val Leu Glu His Arg 
55 1 5 10 15 

Ser Tyr Cys Ser Ala Lys Ala Arg Asp Arg His Phe Ala Gly Asp Val 
20 25 30 

60 Leu Gly Tyr Val Thr Pro Trp Asn Ser His Gly Tyr Asp Val Thr Lys 
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35 



40 



45 



Val Phe Gly Ser Lys Phe 
50 



(2) INFORMATION FOR SEQ ID NO: 480: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 480: 

Arg Glu Met Phe Glu Val Thr Gly Leu His Asp Val Asp Gin Gly Trp 
15 10 15 

Met Arg Ala Val Arg Lys His Ala Lys Gly Leu His He Val Pro Arg 
20 20 25 30 

Leu Leu Phe Glu Asp Trp Thr Tyr Asp Asp Phe Arg Asn Val Leu Asp 
35 40 45 

25 Ser Glu Asp Glu . 
50 



30 (2) INFORMATION FOR SEQ ID NO: 481: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 55 amino acids 

(B) TYPE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 481: 



40 



50 



His Phe Asp Gly Phe Val Val Glu Val Trp Asn Gin Leu Leu Ser Gin 
15 10 15 

Lys Arg Val Gly Leu He His Met Leu Thr His Leu Ala Glu Ala Leu 
20 25 30 



His Gin Ala Arg Leu Leu Ala Leu Leu Val He Pro Pro Ala He Thr 
45 35 40 45 



Pro Gly Thr Asp Gin Leu Gly Met 
50 55 



(2) INFORMATION FOR SEQ ID NO: 482: 



(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 47 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 482: 

60 Asp Gly Phe Ser Leu Met Thr Tyr Asp Tyr Ser Thr Ala His Gin Pro 
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1 5 10 15 

Gly Pro Asn Ala Pro Leu Ser Trp Val Arg Ala Cys Val Gin Val Leu 
20 25 30 

^ Asp Pro Lys Xaa Lys Trp Arg Thr Lys Ser Ser Trp Gly Ser Thr 
35 40 45 



10 



(2) INFORMATION FOR SEQ ID NO: 483: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 152 amino acids 
15 (B) TVPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 483: 

Glu Arg Gly Val Ser He Asn Gin Phe Cys Lys Glu Phe Asn Glu Arg 
20 1 5 10 

Thr Lys Asp He Lys Glu Gly He Pro Leu Pro Thr Lys He Leu Val 
20 25 30 

25 Lys Pro Asp Arg Thr Phe Glu He Lys He Gly Gin Pro Thr Val Ser 
35 40 45 



30 



Tyr Phe Leu Lys Ala Ala Ala Gly He Glu Lys Gly Ala Arg Gin Thr 
50 55 60 

Gly Lys Glu Val Ala Gly Leu Val Thr Leu Lys His Val Tyr Glu He 
65 70 75 80 



Ala Arg He Lys Ala Gin Asp Glu Ala Phe Ala Leu Gin Asp Val Pro 
35 85 90 95 

Leu Ser Ser Val Val Arg Ser He He Gly Ser Ala Arg Ser Leu Gly 
100 * 105 110 

40 He Arg Val Val Lys Asp Leu Ser Ser Glu Glu Leu Ala Ala Phe Gin 
115 120 125 



45 



Lys Glu Arg Ala He Phe Leu Ala Ala Gin Lys Glu Ala Asp Leu Ala 
130 135 140 

Ala Gin Glu Glu Ala Ala Lys Lys 
145 150 



50 

(2) INFORMATION FOR SEQ ID NO: 484: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 270 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 484: 

Ala Val Tyr Thr Tyr His Glu Lys Lys Lys Asp Thr Ala Ala Ser Gly 
60 1 5 10 15 
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Tyr Gly Thr Gin Asn He Arg Leu Ser Arg Asp Ala Val Lys Asp Phe 
20 25 30 

5 ASP Cys Cys Cys Leu Ser Leu Gin Pro Cys His Asp Pro Val Val Thr 
35 40 45 

pro Asp Gly Tyr Leu Tyr Glu Arg Glu Ala He Leu Glu Tyr lie Leu 
50 55 60 

His Gin Lys Lys Glu He Ala Arg Gin Met Lys Ala Tyr Glu Lys Gin 
65 70 ''S 80 



Arg 



Gly Thr Arg Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser 



15 85 



90 95 



Gin Asp His val Arg Gly Phe Leu Glu Lys Glu Ser Ala He Val Ser 
100 105 110 

20 Arg Pro Leu Asn Pro Phe Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro 
115 120 125 

ASP Asp val Gin Pro Gly Pro Ser Val Gly Pro Pro Ser Lys Asp Lys 
130 135 140 

ASP Lys Val Leu Pro Ser Phe Trp He Pro Ser Leu Thr Pro Glu Ala 
145 150 155 160 

Lys Ala Thr Lys Leu Glu Lys Pro Ser Arg Thr Val Thr Cys Pro Mec 
30 165 l-'O "5 

ser Gly Lys Pro Leu Arg Met Ser Asp Leu Thr Pro Val His Phe Thr 
180 185 190 

35 pro Leu Asp ser Ser Val Asp Arg Val Gly Leu He Thr Arg Ser Glu 
195 200 205 

Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser Asn Ala Thr Pro 
210 215 220 

40 

CVS Ala Val Leu Arg Pro Ser Gly Ala Val Val Thr Leu Glu Cys Val 
225 230 235 240 

Glu Lys Leu He Arg Lys Asp Met Val Asp Pro Val Thr Gly Asp Lys 
45 245 250 255 

Leu Thr Asp Arg Asp He He Val Leu Gin Arg Gly Gly Thr 
260 265 270 

50 

(2) INFORMATION FOR SEQ ID NO: 485: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTKMJ: SBQ ID NO: 485: 

60 Tyr Leu Tyr Glu Arg Glu Ala He Leu Glu Tyr He Leu His Gin Lys 
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10 



15 



Lys Glu He Ala Arg Gin Met Lys Ala Tyr Glu Lys Gin Arg Gly Thr 
20 25 30 

Arg Arg Glu Glu Gin Lys Glu Leu Gin Arg Ala Ala Ser Gin Asp His 
35 40 45 



Val Arg Gly Phe Leu Glu 
10 50 



15 



30 



(2) INFORMATION FOR SEQ ID NO: 486: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 486: 

Phe Thr Ala Lys Ala Leu Ser Gly Thr Ser Pro Asp Asp Val Gin Pro 
15 10 15 

25 Gly Pro Ser Val Gly Pro Pro Ser Lys Asp Lys Asp Lys Val Leu Pro 
20 25 30 



Ser Phe Trp lie Pro Ser Leu Thr Pro Glu Ala Lys Ala Thr Lys Leu 
35 40 45 

Glu Lys Pro Ser Arg Thr Val Thr Cys Pro Met Ser Gly Lys Pro Leu 
50 55 60 



35 



40 



(2) INFORMATION FOR SEQ ID NO: 487: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 487: 

Val His Phe Thr Pro Leu Asp Ser Ser Val Asp Arg Val Gly Leu lie 
15 10 15 

50 Thr Arg Ser Glu Arg Tyr Val Cys Ala Val Thr Arg Asp Ser Leu Ser 
20 25 30 



55 



60 



Asn Ala Thr Pro Cys Ala Val Leu Arg Pro Ser Gly Ala Val Val Thr 
35 40 45 

Leu Glu Cys Val Glu Lys Leu He 
50 55 
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(2) INFORMATION FOR SEQ ID NO: 488: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENffTH: 567 amino acids 
5 (B) TVTE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 488: 

Met Asp Thr Ser GXu Asn Arg Pro Glu Asn Asp Val Pro Glu Pro Pro 
10 1 S 10 i5 

Met Pro lie Ala Asp Gin Val Ser Asn Asp Asp Arg Pro Glu Gly Ser 
20 25 30 

15 val Glu ASP Glu Glu Lys Lys Glu Ser Ser Leu Pro Lys Ser Phe Lys 
35 40 4S 

Arg Lys He Ser Val Val Ser Ala Thr Lys Gly Val Pro Ala Gly Asn 
50 55 60 

20 

Ser Asp Thr Glu Gly Gly Gin Pro Gly Arg Lys Arg Arg Trp Gly Ala 
65 70 75 80 

Ser Thr Ala Thr Thr Gin Lys Lys Pro Ser He Ser He Thr Thr Glu 
25 85 90 95 

Ser Leu Lys Ser Leu He Pro Asp He Lys Pro Leu Ala Gly Gin Glu 
100 105 110 

30 Ala Val Val Asp Leu His Ala Asp Asp Ser Arg He Ser Glu Asp Glu 
115 120 125 

Thr Glu Arg Asn Gly Asp Asp Gly Thr His Asp Lys Gly Leu Lys He 
130 135 140 

CVS Arg Thr Val Thr Gin Val Val Pro Ala Glu Gly Gin Glu Asn Gly 
145 150 155 160 



35 



Gin Arg Glu Glu Glu Glu Glu Glu Lys Glu Pro Glu Ala Glu Pro Pro 
40 165 170 I'^S 

Val pro Pro Gin Val Ser Val Glu Val Ala Leu Pro Pro Pro Ala Glu 
ISO 185 190 

45 His Glu Val Lys Lys Val Thr Leu Gly Asp Thr Leu Thr Arg Arg Ser 
195 200 205 



50 



He Ser Gin Gin Lys Ser Gly Val Ser He Thr He Asp Asp Pro Val 
210 215 220 

Arg Thr Ala Gin Val Pro Ser Pro Pro Arg Gly Lys He Ser Asn He 
225 230 235 240 



Val His He Ser Asn Leu Val Arg Pro Phe Thr Leu Gly Gin Leu Lys 
55 245 250 255 

Glu Leu Leu Gly Arg Thr Gly Thr Leu Val Glu Glu Ala Phe Trp He 
260 265 270 

60 Asp Lys He Lys Ser His Cys Phe Val Thr Tyr Ser Thr Val Glu Glu 
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275 



280 



285 



10 



Ala Val Ala Thr Arg Thr Ala Leu His Gly Val Lys Trp Pro Gin Ser 
290 295 300 

Asn Pro Lys Phe Leu Cys Ala Asp Tyr Ala Glu Gin Asp Glu Leu Asp 
305 310 315 320 

Tyr His Arg Gly Leu Leu Val Asp Arg Pro Ser Glu Thr Lys Thr Glu 
325 330 335 

Glu Gin Gly He Pro Arg Pro Leu His Pro Pro Pro Pro Pro Pro Val 
340 345 350 



15 Gin Pro Pro Gin His Pro Arg Ala Glu Gin Arg Glu Gin Glu Arg Ala 

360 365 



20 



25 



355 

Val Arg Glu Gin Trp Ala Glu Arg Glu Arg Glu Met Glu Arg Arg Glu 
370 375 380 

Arg Thr Arg Ser Glu Arg Glu Trp Asp Arg Asp Lys Val Arg Glu Gly 
385 390 395 400 

Pro Arg Ser Arg Ser Arg Ser Arg Xaa Arg Arg Arg Lys Glu Arg Ala 



405 



410 



415 



Lys Ser Lys Glu Lys Lys Ser Glu Lys Lys Glu Lys Ala Gin Glu Glu 
420 425 430 

30 Pro Pro Ala Lys Leu Leu Asp Asp Leu Phe Arg Lys Thr Lys Ala Ala 
435 440 445 

Pro Cys He Tyr Trp Leu Pro Leu Thr Asp Ser Gin He Val Gin Lys 

455 460 



35 



450 

Glu Ala Glu Arg Ala Glu Arg Ala Lys Glu Arg Glu Lys Arg Arg Lys 
465 470 475 480 



Glu Gin Glu Glu Glu Glu Gin Lys Glu Arg Glu Lys Glu Ala Glu Arg 
40 485 490 495 

Glu Arg Asn Arg Gin Leu Glu Arg Glu Lys Arg Arg Glu His Ser Arg 
500 505 510 

45 Glu Arg Asp Arg Glu Arg Glu Arg Glu Arg Glu Arg Asp Arg Gly Asp 
515 520 525 



50 



Arg Asp Arg Asp Arg Glu Arg Asp Arg Glu Arg Gly Arg Glu Arg Asp 
530 535 540 

Arg Arg Asp Thr Lys Arg His Ser Arg Ser Arg Ser Arg Ser Thr Pro 
545 550 . 555 560 



Val Arg Asp Arg Gly Gly Arg 
55 565 



(2) INFORMATICai FOR SEQ ID NO: 489: 

60 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) T0P0LXX3Y: linear 

5 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 489: 

Gly Cys Asp Ser Cys Pro Pro His Leu Pro Arg Glu Ala Phe Ala Gin 
1 5 10 15 

10 Asp Thr Gin Ala Glu Gly Glu Cys Ser Ser Arg Ala Glu Arg Ala Asp 
20 25 30 



15 



Met Cys pro Asp AJ.a Pro Pro Ser Gin Glu Val Pro Glu Gly Pro Gly 
35 40 45 



Ala Ala Pro 
50 



20 



(2) INFORMATION FOR SEQ ID NO: 490: 



(i) SEQUENCE CHARACTERISTICS; 

(A) LENGTH: 50 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 490: 

Pro Gin Leu Pro Ser Cys Gly Arg Pro Trp Pro Gly Thr Ala Ser Val 
30 1 5 10 15 

Phe Gin Ser His Thr Gin Gly Pro Arg Glu Asp Pro Asp Pro Cys Arg 
20 25 30 

35 Ala Gin Gly Ser Ala Gly Thr His Cys Pro He Ser Leu Ser Pro Pro 
35 40 45 



40 



Arg Gin 
50 



(2) INFORMATION FOR SEQ ID NO: 491: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 491: 

50 

Pro Gly Phe Arg Gly Pro Ser Gly Ser Leu Gly Cys Ser Phe Phe Pro 
15 10 15 

Arg ser Leu Gly Arg Val Leu Pro Pro Gly Cys Gin Arg Pro Gly Ala 
55 20 25 30 

His Ala Asp Ser Ser Pro Pro Pro Thr Pro 
35 40 

60 
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(2) INFORMATION FOR SEQ ID NO: 492: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 84 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 492: 

10 Glu Asp Leu Lys Lys Pro Asp Pro Ala Ser Leu Arg Ala Ala Ser Cys 
15 10 15 

Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
20 25 30 

15 

Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
35 40 45 

Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
20 50 55 60 

Ala Ser Cys Pro Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 

25 Val Leu Leu Ser 



30 (2) INFORMATION FOR SEQ ID NO: 493: 

(i) SEQUENCE OiARACTERISTICS : 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
35 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 493: 

Glu Asp Leu Lys Lys Pro AsV Pro Ala Ser Leu Arg Ala Ala Ser Cys 
15 10 15 

Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys Gly Leu 
20 25 30 



40 



Ala Glu Glu Leu Glu Lys Glu Lys Ser Arg Glu Gin Met Ser Ser Gin 
45 35 40 45 

Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys 
50 55 60 

50 Ala Ser Cys Pro Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys 
65 70 75 80 



Val Leu Leu Ser Asp Ser Asn Leu His Asp 
85 90 



55 



(2) INFORMATION FOR SEQ ID NO: 494: 
60 (i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 494: 

^ cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe Arg Cys Ala Ser Cys Pro 

Tyr Leu Gly Met Pro Ala Phe Lys Pro Gly Glu Lys Val Leu Leu Ser 
10 20 25 

Asp Ser 



15 



30 



(2) ItJFORMATION FOR SEQ ID NO: 495; 



(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 495: 

25 ser cys Gly Glu Gly Lys Lys Arg Lys Ala Cys Lys Asn Cys Thr Cys 



1 



Gly Leu Ala Glu Glu Leu Glu Lys Glu 
20 25 



(2) INFORMATION FOR SEQ ID NO: 496: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 496: 

ser Gin Pro Lys Ser Ala Cys Gly Asn Cys Tyr Leu Gly Asp Ala Phe 
1 5 10 



40 



Arg Cys Ala Ser Cys 

45 20 



50 



(2) INFORMATION FOR SEQ ID NO: 497; 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTION; SEQ ID NO: 497; 

Arg Glu Ala Gly Gin Asn Ser Glu Arg Gin Tyr Val Ser Leu Ser Arg 
1 5 10 J.3 . 



60 Asp 
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5 (2) INFOBMATION FOR SEQ ID NO: 498: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 

(B) TYPE: amino acid 
IQ (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 498: 



15 



Glu ser Ser Gly Gin Ala Arg Thr Leu Ala Asp Pro Gly Pro Gly Trp 
15 10 

Gin Gin Gly Met Cys Phe Gly Ser Leu Thr Gly Leu Ser Thr 



Pro Arg 

20 



25 30 



40 « 



Thr Pro His Gly Phe Leu Thr Val Ser Ala Glu Ala Asp Pro Arg Leu 
20 35 

He Glu ser Leu Ser Gin Met Leu Ser Met Gly Phe Ser Asp Glu Gly 
50 55 60 

25 Gly Trp Leu Thr Arg Leu Leu Gin Thr Lys Asn Tyr Asp He Gly Ala 
65 •'O 



Ala Leu Asp Thr He Gin Tyr Ser Lys His 



85 



90 



30 



(2) INFORMATICW FOR SEQ ID NO: 499: 



35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 159 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 499: 

Gin Glu Gly ser Glu Pro Val Leu Leu Glu Gly Glu Cys Leu Val Val 
1 5 10 15 



cys Glu pro Gly Arg Ala Ala Ala Gly Gly Pro Gly Gly Ala Ala Leu 
45 20 



25 30 



Gly Glu Ala pro Pro Gly Arg Val Ala Phe Xaa Ala Val Arg Ser His 
35 40 45 

50 His His Glu Pro Ala Gly Glu Thr Gly Asn Gly Thr Ser Gly Ala He 
50 55 60 

Tyr Phe Asp Gin Val Leu Val Asn Glu Gly Gly Gly Phe Asp Arg Ala 
65 •'O 75 80 

Ser Gly Ser Phe Val Ala Pro Val Arg Gly Val Tyr Ser Phe Arg Phe 
85 90 95 

His val Val Lys Val Tyr Asn Arg Gin Thr Val Gin Val Ser Leu Met 
60 100 105 110 
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Leu Asn Thr Trp Pro Val He Ser Ala Phe Ala Asn Asp Pro Asp Val 
115 120 125 

5 Thr Arg Glu Ala Ala Thr Ser Ser Val Leu Leu Pro Leu Asp Pro Gly 
130 135 140 

Asp Arg Val Ser Leu Arg Leu Arg Arg Gly Xaa Ser Thr Gly Trp 
145 150 155 

10 



(2) INFORMATION FOR SEQ ID NO: 500: 

15 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 500: 

20 

Pro Arg Ser Arg Pro Ala Leu Arg Pro Gly Arg Gin Arg Pro Pro Ser 
15 10 15 

His Ser Ala Thr Ser Gly Val Leu Arg Pro Arg Lys Lys Pro Asp Pro 
25 20 25 30 



30 



45 



(21 INFORMATION FOR SEQ ID NO: 501: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 501: 

40 Met Thr Leu lie Thr Pro Ser Xaa Lys Leu Thr Phe Xaa Lys Gly Asn 
15 10 15 



Lys Ser Trp Ser Ser Arg Ala Cys Ser Ser Thr Leu Val Asp Pro 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 502: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 502: 

55 

Gly His Pro Ser Pro Ala Leu Ser lie Ala Pro Ser Asp Gly Ser Gin 
15 10 15 

Leu Pro Cys Asp Glu Val Pro Tyr Gly Glu Ala His Val Thr Arg Tyr 
60 20 25 30 
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Cys Lys Lys Pro Leu Thr Asn Ser His Leu Glu Thr Glu Ala Gin Ser 
35 40 45 

5 Ser Ser Leu 
50 



10 (2) INFORMATION FOR SEQ ID NO: 503: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 

(B) TYPE: nucleic acid 
15 (C) STRANDEENESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 503: 
20 GCTTCGTGTC CAACCCTCTT GCCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTTTCCTC CIGTAGTCCT CACAQGTCCC AGCACCGATG GCATTCCCIT TGCCCTGAGT 
CTCCAGCGGG TCCCTTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GTGTTTTTTA TTCCTGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTTTG TAA 



25 



30 



50 



(2) INFORMATION FOR SEQ ID NO: 504: 



60 
120 
180 
240 
263 



35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

40 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 504: 
GCTTCGTCTC CAACCCTCTT GCCCTTCGCC TGTCJrGCCTG GAGCCAGTCC CACCACGCTC 60 
45 GCGTTTCCTC CTGTAGTCCT CACAGGTCCC AGCACCGATG GCATTCCCIT TGCCCTGAGT 120 
CTCCAGCGGG TCCCTTTTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 180 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GTGnTTrTA TTCCTGTGGG GCTCACCCCA 240 



AAGTATTAAA AGTAGCTTTG TAA 



263 



55 

(2) INFORMATION FOR SEQ ID NO: 505: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 263 base pairs 
60 (B) TYPE: nucleic acid 
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(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 505: 

5 

GCrrCGTCTC CAACCCTCTT GCCCTTCGCC TGTGTGCCTG GAGCCAGTCC CACCACGCTC 
GCGTITCCTC CTCTAGTCCT CACAGGTCCC AGCACCGATG GCATTCCCTT TGCCCTGAGT 
10 CIGCAGCGGG TCCCTnTGT GCTTCCTTCC CCTCAGGTAG CCTCTCTCCC CCTGGGCCAC 
TCCCGGGGGT GAGGGGGTTA CCCCTTCCCA GrrGTTTTrTA TTCCTGTGGG GCTCACCCCA 
AAGTATTAAA AGTAGCTTTG TAA 



20 



35 



45 



(2) INFORMATION FOR SEQ ID NO: 506: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 160 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: double 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 506; 

TGGCTCACTG TCTTACAATC ACTOCTGTCG AATCATGATA CCACTTTTAG CTdTTGCAT 60 

30 

CTTCCTTCAG TGTATTTTTG TTTnCAAGA GGAAGTAGAT TTTAACTGGA CAACTTTGAG 120 
TACTGACATC ATTGATAAAT AAACTGGCTT GTGGTTTCAA 



60 



(2) INFORMATION FOR SEQ ID NO: 507: 



40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 292 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 507: 



Leu Asp Glu Leu Met Ala His Leu Thr Glu Met Gin Ala Lys Val Ala 
15 10 15 



Val Arg Ala Asp Ala Gly Lys Lys His Leu Pro Asp Lys Gin Asp His 
50 20 25 30 

Lys Ala Ser Leu Asp Ser Met Leu Gly Gly Leu Glu Gin Glu Leu Gin 
35 40 45 

55 Asp Leu Gly He Ala Thr Val Pro Lys Gly His Cys Ala Ser Cys Gin 
50 55 60 



Lys Pro He Ala Gly Lys Val He His Ala Leu Gly Gin Ser Trp His- 
65 70 75 80 
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Pro Glu His Phe Val Cys Thr His Cys hys Glu Glu lie Gly Ser Ser 
85 90 95 

Pro Phe Phe Glu Arg Ser Gly Leu Xaa Tyr Cys Pro Asn Asp Tyr His 
5 100 105 110 

Gin Leu Phe Ser Pro Arg Cys Ala Tyr Cys Ala Ala Pro He Leu Asp 
115 120 125 

10 Lys Val Leu Thr Ala Met Asn Gin Thr Trp His Pro Glu His Phe Phe 
130 135 140 

Cys Ser His Cys Gly Glu Val Phe Gly Ala Glu Gly Phe His Glu Lys 
145 150 155 160 

Asp Lys Lys Pro Tyr Cys Arg Lys Asp Phe Leu Ala Met Phe Ser Pro 
165 no 175 

Lys Cys Gly Gly Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu Ser Ala 
20 180 185 190 

Met Asp Thr Val Trp His Pro Glu Cys Phe Val Cys Gly Asp Cys Phe 
195 200 205 

25 Thr Ser Phe Ser Thr Gly Ser Phe Phe Glu Leu Asp Gly Arg Pro Phe 
210 215 220 

Cys Glu Leu His Tyr His His Arg Arg Gly Thr Leu Cys His Gly Cys 
225 230 235 240 

30 

Gly Gin Pro He Thr Gly Arg Cys He Ser Ala Met Gly Tyr Lys Phe 
245 250 255 

His Pro Glu His Phe Val Cys Ala Phe Cys Leu Thr Gin Leu Ser Lys 
35 260 265 270 

Gly He Phe Arg Glu Gin Asn Asp Lys Thr Tyr Cys Gin Pro Cys Phe 
275 280 285 

40 Asn Lys Leu Phe 
290 



45 (2) INFORMATION FOR SEQ ID NO: 508: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: andno acid 
50 (D) TOPOUXJY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 508: 

Lys Ala Ser Leu Asp Ser Met Leu Gly Gly Leu Glu Gin Glu Leu Gin 
15 10 15 

Asp Leu Gly He Ala Thr Val Pro Lys Gly His Cys Ala Ser Cys Gin 
20 25 30 



Lys Pro He 
60 35 



Ala Gly Lys Val He His Ala Leu 
40 
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(2) INFOHMATION FOR SEQ ID NO: 509: 

5 

ti) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

IQ (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 509: 

CVS Pro Asn Asp Tyr His Gin Leu Phe Ser Pro Arg Cys Ala Tyr Cys 
15 10 15 

15 Ala Ala Pro He Leu Asp Lys Val Leu Thr Ala Met Asn Gin Thr Trp 
20 25 30 



20 



25 



45 



50 



His Pro Glu His Phe Phe Cys Ser His Cys Gly Glu Val Phe Gly Ala 
35 40 45 



Glu Gly 
50 



(2) INFORMATION FOR SEQ ID NO: 510: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 amino acids 
3Q (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 510: 

ASP Lys Lys Pro Tyr Cys Arg Lys Asp Phe Leu Ala Met Phe Ser Pro 
35 1 5 10 15 

Lys Cys Gly Gly Cys Asn Arg Pro Val Leu Glu Asn Tyr Leu Ser Ala 
20 * 25 30 

40 Met ASP Thr Val Trp His Pro Glu Cys Phe Val Cys Gly Asp Cys Phe 
35 40 45 

Thr Ser Phe Ser Thr Gly Ser Phe Phe Glu Leu Asp Gly Arg Pro Phe 
50 55 60 



Cys Glu Leu 
65 



(2) INFORMATION FOR SEQ ID NO: 511: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 511: 

Cys Gly Gin Pro He Thr Gly Arg Cys He Ser Ala Met Gly Tyr Lys 
60 1 5 10 15 
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Phe His Pro Glu His Phe Val Cys Ala Phe Cys Leu Thr Gin Leu Ser 
20 25 30 

5 Lys Gly He Phe Arg Glu Gin Asn Asp Lys Thr Tyr Cys Gin 
35 40 45 



10 (2) INFORMATION FOR SEQ ID NO: 512: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 452 amino acids 

(B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 512: 



20 



Met Gly Ser Ser Gin Ser Val Glu He Pro Gly Gly Gly Thr Glu Gly 
15 10 " 

Tyr His val Leu Arg Val Gin Glu Asn Ser Pro Gly His Arg Ala Gly 
20 25 30 



Leu Glu pro Phe Phe Asp Phe He Val Ser He Asn Gly Ser Arg Leu 
25 35 40 « 

Asn Lys ASP Asn Asp Thr Leu Lys Asp Leu Leu Lys Xaa Asn Val Glu 
50 55 60 

30 Lys Pro val Lys Met Leu He Tyr Ser Ser Lys Thr Leu Glu Leu Arg 



Lys 

65 70 



75 80 



Glu Thr Ser Val Thr Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu 
85 90 95 

35 

Gly val Ser He Arg Phe Cys Ser Phe Asp Gly Ala Asn Glu Asn Val 
100 105 110 

Trp His val Leu Glu Val Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly 
40 115 120 125 

Leu Arg Pro His Ser Asp Tyr He He Gly Ala Asp Thr Val Met Asn 
130 135 140 

45 Glu Ser Glu Asp Leu Phe Ser Leu He Glu Thr His Glu Ala Lys Pro 
145 150 155 160 

Leu Lys Leu Tyr Val Tyr Asn Thr Asp Thr Asp Asn Cys Arg Glu Val 
165 170 175 

He He Thr Pro Asn Ser Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys 
180 185 190 

Gly He Gly Tyr Gly Tyr Leu His Arg He Pro Thr Arg Pro Phe Glu 
55 195 200 205 

Glu Gly Lys Lys He Ser Leu Pro Gly Gin Met Ala Gly Thr Pro He 
210 215 220 

60 Thr Pro Leu Lys Asp Gly Phe Thr Glu Val Gin Leu Ser Ser Val Asn 



wo 98/54963 



PCT/US98/n422 



625 



225 230 235 240 

Pro Pro Ser Leu Ser Pro Pro Gly Thr Thr Gly He Glu Gin Ser Leu 
245 250 255 

5 

Thr Gly Leu Ser He Ser Ser Thr Pro Pro Ala Val Ser Ser Val Leu 
260 265 270 

Ser Thr Gly Val Pro Thr Val Pro Leu Leu Pro Pro Gin Val Asn Gin 
10 275 280 285 

Ser Leu Thr Ser Val Pro Pro Met Asn Pro Ala Thr Thr Leu Pro Gly 
290 295 300 

15 Leu Met Pro Leu Pro Ala Gly Leu Pro Asn Leu Pro Asn Leu Asn Leu 
305 310 315 320 

Asn Leu Pro Ala Pro His He Met Pro Gly Val Gly Leu Pro Glu Leu 
325 330 335 

20 

Val Asn Pro Gly Leu Pro Pro Leu Pro Ser Met Pro Pro Arg Asn Leu 
340 345 350 

Pro Gly He Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe 
25 355 360 365 

Pro Leu Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu 
370 375 380 

30 Ser Ser Leu Pro Pro Thr Ser Asn Ala Pro Ser Asp Pro Ala Thr Thr 
385 390 395 400 

Thr Ala Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro 
405 410 415 

35 

Pro Thr Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly Asp Ser 
420 425 430 

Thr Pro Val Ser Glu Lys Pro Val Ser Ala Ala Val Asp Ala Asn Ala 
40 435 440 445 

Ser Glu Ser Pro 
450 

45 

(2) INFORMATION FOR SEQ 10 NO: 513: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 109 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 513: 

55 Ser Val Glu He Pro Gly Gly Gly Thr Glu Gly Tyr His Val Leu Arg 
15 10 15 

Val Gin Glu Asn Ser Pro Gly His Arg Ala Gly Leu Glu Pro Phe Phe. 
20 25 30 

60 
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Asp Phe He Val Sex He Asn Gly Ser Arg Leu Asn Lys Asp Asn Asp 
35 40 45 

Thr Leu Lys Asp Leu Leu Lys Xaa Asn Val Glu Lys Pro Val Lys Met 
50 55 60 

Leu He Tyr Ser Ser Lys Thr Leu Glu Leu Arg Glu Thr Ser Val Thr 
65 70 75 80 

Pro Ser Asn Leu Trp Gly Gly Gin Gly Leu Leu Gly Val Ser He Arg 
85 90 95 

Phe Cys Ser Phe Asp Gly Ala Asn Glu Asn Val Trp His 
100 105 



(2) INFORMATION FOR SEQ ID NO: 514: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 145 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 514: 

Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly Leu Arg Pro His Ser Asp 
15 10 15 

Tyr He He Gly Ala Asp Thr Val Met Asn Glu Ser Glu Asp Leu Phe 
20 25 30 

Ser Leu He Glu Thr His Glu Ala Lys Pro Leu Lys Leu Tyr Val Tyr 
35 40 45 

Asn Thr Asp Thr Asp Asn Cys Arg Glu Val He He Thr Pro Asn Ser 
50 55 60 

Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys Gly He Gly Tyr Gly Tyr 
65 70 75 80 

Leu His Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys He Ser 
85 90 95 

Leu Pro Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly 
100 105 110 

Phe Thr Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

Pro Gly Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser 
130 135 140 

Ser 
145 



(2) INFORMATIC»J FOR SEQ ID NO: 515: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 145 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 515: 

5 

Glu Ser Asn Ser Pro Ala Ala Leu Ala Gly Leu Arg Pro His Ser Asp 
15 10 15 

Tyr lie lie Gly Ala Asp Thr Val Met Asn Glu Ser Glu Asp Leu Phe 
10 20 25 30 

Ser Leu lie Glu Thr His Glu Ala Lys Pro Leu Lys Leu Tyr Val Tyr 
35 40 45 

15 Asn Thr Asp Thr Asp Asn Cys Arg Glu Val lie lie Thr Pro Asn Ser 
50 55 60 

Ala Trp Gly Gly Glu Gly Ser Leu Gly Cys Gly He Gly Tyr Gly Tyr 
65 70 75 80 

20 

Leu His Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys He Ser 
85 90 95 

Leu Pro Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly 
25 100 105 110 

Phe Thr Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro 
115 120 125 

30 Pro Gly Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser 
130 135 140 

Ser 
145 

35 



(2) INFORMATION FOR SEQ ID NO: 516: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 151 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 516; 

45 

Arg He Pro Thr Arg Pro Phe Glu Glu Gly Lys Lys He Ser Leu Pro 
15 10 15 

Gly Gin Met Ala Gly Thr Pro He Thr Pro Leu Lys Asp Gly Phe Thr 
50 20 25 30 

Glu Val Gin Leu Ser Ser Val Asn Pro Pro Ser Leu Ser Pro Pro Gly 
35 40 45 

55 Thr Thr Gly He Glu Gin Ser Leu Thr Gly Leu Ser He Ser Ser Thr 
50 55 60 



60 



Pro Pro Ala Val Ser Ser Val Leu Ser Thr Gly Val Pro Thr Val Pro 
65 70 75 80 
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Leu Leu Pro Pro Gin Val Asn Gin Ser Leu Thr Ser Val Pro Pro Met 
85 90 95 

Asn Pro Ala Thr Thr Leu Pro Gly Leu Met Pro Leu Pro Ala Gly Leu 
100 105 110 

Pro Asn Leu Pro Asn Leu Asn Leu Asn Leu Pro Ala Pro His lie Met 
115 120 125 

Pro Gly Val Gly Leu Pro Glu Leu Val Asn Pro Gly Leu Pro Pro Leu 
130 135 140 

Pro Ser Met Pro Pro Arg Asn 
145 150 



(2) INFORMATION FOR SEQ ID NO: 517: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 109 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 517: 

Pro Gly Leu Pro Pro Leu Pro Ser Met Pro Pro Arg Asn Leu Pro Gly 
15 10 15 

He Ala Pro Leu Pro Leu Pro Ser Glu Phe Leu Pro Ser Phe Pro Leu 
20 25 30 

Val Pro Glu Ser Ser Ser Ala Ala Ser Ser Gly Glu Leu Leu Ser Ser 
35 40 45 

Leu Pro Pro Thr Ser Asn Ala Pro Ser Asp Pro Ala Thr Thr Thr Ala 
50 55 60 

Lys Ala Asp Ala Ala Ser Ser Leu Thr Val Asp Val Thr Pro Pro Thr 
65 70 75 80 

Ala Lys Ala Pro Thr Thr Val Glu Asp Arg Val Gly Asp Ser Thr Pro 
85 90 95 

Val Ser Glu Lys Pro Val Ser Ala Ala Val Asp Ala Asn 
100 105 



(2) INFORMATION FOR SEQ ID NO: 518: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 93 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 518: 

He Tyr Lys Val Phe Arg His Thr Ala Gly Leu Lys Pro Glu Val Ser 
1 5 10 15 , 



Cys Phe Glu Asn He Arg Ser Cys Ala Arg Xaa Xaa Xaa Xaa Xaa Xaa 
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20 25 30 

Xaa Xaa Xaa Xaa Xaa Xaa Tip He Phe Gly Val Leu His Val Val His 
35 40 45 

5 

Ala Ser Val Val Thr Ala Tyr Leu Phe Thr Val Ser Asn Ala Phe Gin 
50 55 60 

Gly Met Phe lie Phe Leu Phe Leu Cys Val Leu Ser Arg Lys He Gin 
10 65 70 75 80 

Glu Glu Tyr Tyr Arg Leu Phe Lys Asn Val Pro Cys Cys 
85 90 

15 

(2) INFORMATION FOR SEQ ID NO: 519; 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 55 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 519: 

25 Trp He Phe Gly Val Leu His Val Val His Ala Ser Val Val Thr Ala 
15 10 15 

Tyr Leu Phe Thr Val Ser Asn Ala Phe Gin Gly Met Phe He Phe Leu 
20 25 30 

30 

Phe Leu Cys Val Leu Ser Arg Lys He Gin Glu Glu Tyr Tyr Arg Leu 
35 40 45 

Phe Lys Asn Val Pro Cys Cys 
35 50 55 



40 



(2) INFORMATION FOR SEQ ID NO: 520: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 520; 

Ala Leu Thr Arg He Pro Pro Gly Asp Trp Val He Asn Val Thr Ala 
15 10 15 

50 Val Ser Phe Ala Gly Lys Thr Thr Ala Arg Phe Phe Xaa His Ser Ser 
20 25 30 

Pro Pro Ser Leu Gly Asp Gin Ala Arg Thr Asp Pro Gly His Gin Arg 
35 40 45 



55 



Arg Asp 
50 



60 
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(2) INFORMATION FOR SEQ ID NO: 521: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 
5 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
txi) SEQUENCE DESCRIPTION: SEQ ID NO: 521: 

Leu Gin Glu Val Asn lie Thr Leu Pro Glu Asn Ser Val Trp Tyr Glu 
10 1 5 10 15 

Arg Tyr Lys Phe Asp He Pro Val Phe His Leu 
20 25 

15 

(2) INFORMATION FOR SEQ ID NO: 522: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 110 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 522: 

25 Met Gin Gly Ser Gly Ser Gin Phe Arg Ala Cys Leu Leu Cys Leu Cys 
15 10 15 

Phe Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 
20 25 30 

30 

Gly Gly Arg Arg Phe Pro Lys Thr Cys Arg Ala He Ser Gin Asn Leu 
35 40 45 

Val Phe Lys Tyr Lys Thr Phe Cys Pro Val Arg Tyr Met Gin Pro His 
35 50 55 60 

Arg Ser Ser Leu Cys Leu His Phe Thr Ser Tyr Val Phe He Leu Ser 
65 70 " 75 80 

40 Thr Trp Gly Ser Leu Arg Thr Tyr Ser Thr Asp Leu Lys Lys Lys Lys 
85 90 95 

Lys Asn Ser Arg Gly Gly Pro Val Pro He Arg Pro Lys Ser 
100 105 110 

45 



(2) INFORMATION FOR SEQ ID NO: 523: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 99 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : double 

(D) TOPOLOGY: linear 

55 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 523: 
TAGCATGTAG CCAGTCGAAT AACNTATAAG GACAAAGTGG AGTCCACGCG TGCGGCOGTC 



60 TAGACTAGTG GATCCCCCGG CTGCAGGATT CGGCACGAG 



99 
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(2) INFORMATION FOR SEQ ID NO: 524: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOIjOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 524: 

Met Gin Gly Ser Gly Ser Gin Phe Arg Ala Cys Leu Leu Cys Leu Cys 
15 10 15 

Phe Ser Cys Pro Cys Ser Pro Gly Gly Pro Arg Trp Asn Ser Arg Gin 
20 25 30 

Gly Gly Arg Arg Phe Pro Lys Thr Cys Arg Ala lie Ser Gin Asn Leu 
35 40 45 

Val Phe Lys 
50 



(2) INFORMATION FOR SEQ ID NO: 525: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 525: 

Pro Val Arg Tyr Met Gin Pro His Arg Ser Ser Leu Cys Leu His Phe 
15 10 15 

Thr Ser Tyr Val Phe lie Leu Ser Thr Trp Gly Ser Leu Arg Thr Tyr 
20 25 30 

Ser Thr Asp Leu Lys Lys Lys Lys Lys Asn Ser Arg Gly Gly Pro Val 
35 40 45 

Pro lie Arg Pro Lys Ser 
50 



(2) INFORMATION FOR SEQ ID NO: 526: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 526: 

Gly Glu Glu Gin Arg Asp Cys Ser Leu Gly Trp Arg Gly Val Gly Met 
1 5 10 15 • 

Arg Ala Thr His Cys Gin Ala Ala Arg Met Phe Val Leu Phe Ser Leu 
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20 25 30 

Pro Lys Tyr Ala Gly Leu 
35 

5 

(2) INFORMATION FOR SEQ ID NO: 527: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 161 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 527: 

Met Pro Arg Lys Thr Ser Lys Cys Arg Gin Leu Leu Cys Ser Gly Ala 
15 10 15 

Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr Cys Ser Ser His 
20 20 25 30 

Arg Pro Pro Gly Lys lie Pro Ser Leu Gly Pro Arg Arg Xaa Pro Gly 
35 40 45 

25 Cys Xaa Ser Val Pro Ser Ser Arg Gly Glu Gin Ser Thr Gly Ser Pro 
50 55 60 

Ala Ala Pro Arg Cys Gly Arg Arg Asp Ala His Arg Gly Leu Pro Gly 
65 70 75 80 

30 

Gly Ala Ala Met Thr Pro Gly Asp Thr Trp Ala Ser Phe Asn Pro Arg 
85 90 95 

Ala Gly His Ser Lys Ser Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala 
35 100 105 110 

Ser Arg Gin Asp Arg His Pro Val Ser His Trp Val Glu Arg Gin Arg 
115 * 120 125 

40 Glu Ala Trp Gly Ala Pro Arg Ser Ser Ser Ala Gly Gly Val Lys Val 
130 135 140 

Ala Ala Thr Thr Glu Arg Glu Pro Glu Phe Lys He Lys Thr Gly Lys 
145 150 155 160 

45 

Ala 



50 

(2) INFORMATION FOR SEQ ID NO; 528: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 88 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 528: 

Cys Ser Gly Ala Ser Arg Asn Ala Asp Thr Ala Ala Arg Gin Ser Thr 
60 1 5 10 15 
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Cys Ser Ser His Arg Pro Pro Gly Lys He Pro Ser Leu Gly Pro Arg 
20 25 30 

5 Arg Xaa Pro Gly Cys Xaa Ser Val Pro Ser Ser Arg Gly Glu Gin Ser 
35 40 45 

Thr Gly Ser Pro Ala Ala Pro Arg Cys Gly Arg Arg Asp Ala His Arg 
50 55 60 

10 

Gly Leu Pro Gly Gly Ala Ala Met Thr Pro Gly Asp Thr Trp Ala Ser 
65 70 75 80 

Phe Asn Pro Arg Ala Gly His Ser 
15 85 



20 



35 



(2) INFORMATION FOR SEQ ID NO: 529: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 529: 

Gin Gly Glu Gly Gin Glu Ser Ser Gly Ala Ser Arg Gin Asp Arg His 
15 10 15 

30 Pro Val Ser His Trp Val Glu Arg Gin Arg Glu Ala Trp Gly Ala Pro 
20 25 30 

Arg Ser Ser Ser Ala Gly Gly Val Lys Val Ala Ala Thr Thr Glu Arg 
35 40 45 



Glu Pro Glu Phe Lys He Lys Thr Gly Lys Ala 
50 55 



40 

(2) INFORMATION FOR SEQ ID NO: 530: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 235 amino acids 
45 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 530: 

Met Ser Pro Arg Tyr Pro Gly Gly Pro Arg Pro Pro Leu Arg He Pro 
50 1 5 10 15 

Asn Gin Ala Leu Gly Gly Val Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 25 30 

55 Gly Met Asp Pro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 

Met Gin Arg Met Thr Pro Pro Arg Gly Met Val Pro Leu Gly Pro Gin 
50 55 60 

60 
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Asn Tyr Gly Gly Ala Met Arg Pro Pro Leu Asn Ala Leu Gly Gly Pro 
65 70 75 80 

Gly Met pro Gly Met Asn Met Gly Pro Gly Gly Gly Arg Pro Trp Pro 
5 85 90 95 

Asn Pro Thr Asn Ala Asn Ser He Pro Tyr Ser Ser Ala Ser Pro Gly 
100 105 110 

10 Asn Tyr Val Gly Pro Pro Gly Gly Gly Gly Pro Pro Gly Thr Pro He 
115 120 125 

Met pro Ser Pro Ala Asp Ser Thr Asn Ser Gly Asp Asn Met Tyr Thr 
130 135 140 

Leu Met Asn Ala Val Pro Pro Gly Pro Asn Arg Pro Asn Phe Pro Met 
145 150 155 160 

Gly pro Gly Ser Asp Gly Pro Met Gly Gly Leu Gly Gly Met Glu Ser 
20 165 170 175 

His His Met Asn Gly Ser Leu Gly Ser Gly Asp Met Asp Ser He Ser 
180 185 190 

25 Lys Asn ser Pro Asn Asn Met Ser Leu Ser Asn Gin Pro Gly Thr Pro 
195 200 205 

Arg Asp Asp Gly Glu Met Gly Gly Asn Phe Leu Asn Pro Phe Gin Ser 
210 215 220 

30 

Glu Ser Tyr Ser Pro Ser Met Thr Met Ser Val 
225 230 235 



35 

(2) INFORMATION FOR SEQ ID NO: 531: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 114 amino acids 
40 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 531: 

Met Ser Pro Arg Tyr Pro Gly Gly Pro Arg Pro Pro Leu Arg He Pro 
45 1 5 10 15 

Asn Gin Ala Leu Gly Gly Val Pro Gly Ser Gin Pro Leu Leu Pro Ser 
20 25 30 

50 Gly Met Asp Pro Thr Arg Gin Gin Gly His Pro Asn Met Gly Gly Pro 
35 40 45 

Met Gin Arg Met Thr Pro Pro Arg Gly Met Val Pro Leu Gly Pro Gin 
50 55 60 

Asn Tyr Gly Gly Ala Met Arg Pro Pro Leu Asn Ala Leu Gly Gly Pro 
65 70 75 80 

Gly Met Pro Gly Met Asn Met Gly Pro Gly Gly Gly Arg Pro Trp Pro 
60 85 90 95 
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Asn Pro Thr Asn Ala Asn Ser He Pro Tyr Ser Ser Ala Ser Pro Gly 
100 105 110 



Asn Tyr 



10 (2) INFORMATION FOR SEQ ID NO: 532: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 

(B) TYPE: amino acid 
15 (D) TOPOtJOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 532: 

Leu Asn Ala Leu Gly Gly Pro Gly Met Pro Gly Met Asn Met Gly Pro 
15 10 15 

20 

Gly Gly Gly Arg Pro Trp Pro Asn Pro Thr Asn Ala Asn Ser He Pro 
20 25 30 

Tyr Ser Ser Ala Ser Pro Gly Asn Tyr Val Gly Pro Pro Gly Gly Gly 
25 35 40 45 

Gly Pro Pro Gly Thr Pro He Met Pro Ser Pro Ala Asp Ser Thr Asn 
50 55 60 

30 Ser Gly Asp Asn Met Tyr Thr Leu Met Asn Ala Val Pro Pro Gly Pro 
65 70 75 80 

Asn 

35 



(2) INFORMATION FOR SEQ ID NO: 533: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 70 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 533: 

45 

Gly Pro Met Gly Gly Leu Gly Gly Met Glu Ser His His Met Asn Gly 
1 5 ■ 10 15 

Ser Leu Gly Ser Gly Asp Met Asp Ser He Ser Lys Asn Ser Pro Asn 
50 20 25 30 

Asn Met Ser Leu Ser Asn Gin Pro Gly Thr Pro Arg Asp Asp Gly Glu 
35 40 45 

55 Met Gly Gly Asn Phe Leu Asn Pro Phe Gin Ser Glu Ser Tyr Ser Pro 
50 55 60 



60 



Ser Met Thr Met Ser Val 
65 70 
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(2) INFORMATION FOR SEQ ID NO: 534: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 534: 

10 

Thr Cys Glu His Ser Ser Glu Ala Lys Ala Phe His Asp Tyr 
1 5 10 



15 



35 



(2) INFORMATION FOR SEQ ID NO: 535: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 59 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 535: 

Gin Ala Phe Val Leu Leu Ser Asp Leu Leu Leu He Phe Ser Pro Gin 
25 1 5 10 15 

Met He Val Gly Gly Arg Asp Phe Leu Arg Pro Leu Val Phe Phe Pro 
20 25 30 

30 Glu Ala Thr Leu Gin Ser Glu Leu Ala Ser Phe Leu Met Asp His Val 
35 40 45 



Phe He Gin Pro Gly Asp Leu Gly Ser Gly Ala 
50 55 



(2) INFORMATION FOR SEQ ID NO: 536: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 536: 

45 

Ala Cys Ser Tyr Leu Leu Cys Asn Pro Glu Phe Thr Phe Phe Ser Arg 
15 10 15 

Ala Asp Phe Ala Arg Ser Gin Leu Val Asp Leu Leu Thr Asp Arg Phe 
50 20 25 30 

Gin Gin Glu Leu Glu Glu Leu Leu Gin Val Gly 
35 40 

55 

(2) INFORMATION FOR SEQ ID NO: 537: 

(i) SEQUENCE CHARACTERISTICS: 
60 (A) LENGTH: 35 amino acids 
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10 



(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 537: 

Gin Lys Gin Leu Ser Ser Leu Arg Asp Arg Met Val Ala Phe Cys Glu 
15 10 15 

Leu Cys Gin Ser Cys Leu Ser Asp Val Asp Thr Glu He Gin Glu Gin 
20 25 30 

Val Ser Thr 
35 



15 

(2) INFORMATION FOR SEQ ID NO: 538: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 538: 

Gin Val He Leu Pro Ala Leu Thr Leu Val Tyr Phe Ser He Leu Trp 
25 1 5 10 15 

Thr Leu Thr His He Ser Lys Ser Asp Ala Ser 
20 25 

30 

(2) INFORMATION FOR SEQ ID NO: 539: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 539: 

40 Ser Thr His Asp Leu Thr Arg Trp Glu Leu Tyr Glu Pro Cys Cys Gin 
15 10 15 

Leu Leu Gin Lys Ala Val Asp Thr Gly Xaa Val Pro His Gin Val 
20 25 30 

45 



(2) INFORMATION FOR SEQ ID NO: 540: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 106 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 540: 

55 

Leu Ala Val Ser Thr Ser Phe He Cys Cys Ala Asp He Ser Thr Ala 
15 10 15 



60 



Leu Pro Leu Gly Ser Ser Arg Pro Ala Pro Ala Pro Arg His Arg Glu 
20 25 30 
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His Glu His Gly His Gin Ala Arg Pro Pro Arg Leu Leu Xaa Thr Ser 
35 40 45 

5 Leu Met Pro Leu Ser Thr Pro Ala Ala Ala Gin Leu Leu Trp Thr Gin 
50 55 60 



10 



Leu Thr Pro Met Gly Gly Arg Pro Gly Gly Arg His Ser Pro Pro Thr 
65 70 75 80 

Leu His Thr Gly Pro Arg Ala Leu Pro Pro Gly Pro Pro His Pro Ser 
85 90 95 



Leu His Val Ala Ala Leu Ser Leu Leu Arg 
15 100 105 



(2) INFORMATION FOR SEQ ID NO: 541: 

20 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 amino acids 

(B) TVTE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 541: 

Glu Gin Val Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu He Leu Glu 
15 10 15 

30 Met Asn Val Gin Ser Val Arg Ser Thr Asp Pro Gin Arg Leu Gly Gly 
20 25 30 

Leu Asp Thr Arg Pro His Tyr He Thr Arg Arg Tyr Ala Glu Phe Ser 
35 40 45 

35 

Ser Ala Leu Val Ser He Asn Gin Thr He Pro Asn Glu Arg Thr Met 
50 5S 60 

Gin Leu Leu Gly Gin Leu Gin Val Glu Val Glu Asn Phe Val Leu Arg 
40 65 70 75 80 

Val Ala Ala Glu Phe Ser Ser Arg Lys Glu Gin Leu Val Phe Leu He 
85 90 95 

45 Asn Asn Tyr Asp Met Met Leu Gly Val Leu Met Glu Arg Ala Ala Asp 
100 105 110 

Asp Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr 
115 120 125 

50 

Gin Glu Phe He Glu Glu Leu Leu Ser Pro Pro Phe Gly Gly Leu Val 
130 135 140 

Ala Phe Val Lys Glu Ala Glu Ala Leu He Glu Arg Gly Gin Ala Glu 
55 145 150 155 160 

Arg Leu Arg Gly Glu Glu Ala Arg Val Thr Gin Leu He Arg Gly Phe 
165 170 175 



60 



Gly Ser Ser Trp Lys Ser Ser Val Glu Ser Leu Ser Gin Asp Val Met 
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180 185 190 



Arg Ser Phe Thr Asn Phe Arg Asn Gly Thr Ser He He Gin Gly 
195 200 205 

5 



(2) INFORMATIC»J FOR SEQ ID NO: 542: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 110 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 542: 

15 

Ala Leu Leu Lys Tyr Arg Phe Phe Tyr Gin Phe Leu Leu Gly Asn Glu 
15 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 20 25 30 

Lys He Tyr Leu Ser Tyr Tyr Arg Ser Tyr Leu Gly Arg Leu Met Lys 
35 40 45 

25 Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Val Glu 
50 55 60 

Asp Thr Ala Lys Lys Gly Phe Xaa Ser Lys Pro Ser Leu Arg Ser Arg 
65 70 75 80 

30 

Asn Thr He Phe Thr Leu Gly Thr Arg Gly Ser Val He Ser Pro Thr 
85 90 95 

Glu Leu Glu Ala Pro He Leu Val Pro His Thr Ala Gin Arg 
35 100 105 110 



(2) INFORMATION FOR SEQ ID NO: 543: 

40 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 97 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 543: 

Glu Gin Arg Tyr Pro Phe Glu Ala Leu Phe Arg Ser Gin His Tyr Xaa 
15 10 15 

50 Leu Leu Asp Asn Ser Cys Arg Glu Tyr Leu Phe He Cys Glu Phe Phe 
20 25 30 

Val Val Ser Gly Pro Xaa Ala His Asp Leu Phe His Ala Val Met Gly 
35 40 45 

55 

Arg Thr Leu Ser Met Thr Leu Lys His Leu Asp Ser Tyr Leu Ala Asp 
50 55 60 

Cys Tyr Asp Ala He Ala Val Phe Leu Cys He His He Val Leu Arg 
60 65 70 75 80 



wo 98/54963 



PCT/US98/11422 



640 



Phe Arg Asn lie Ala Ala Lys Arg Asp Val Pro Ala Leu Asp Arg Tyr 
85 90 95 



Trp 



10 (2) INFORMATION FOR SEQ ID NO: 544: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 

(B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 544: 



20 



Gly Gly Leu Asp Thr Arg Pro His Tyr He Thr Arg Arg Tyr Ala Glu 
15 10 15 

Phe Ser Ser Ala Leu Val Ser He Asn Gin 
20 25 



25 



40 



55 



(2) INFORMATION FOR SEQ ID NO: 545: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 545: 

Ser Arg Lys Glu Gin Leu Val Phe Leu He Asn Asn Tyr Asp Met Met 
35 1 5 10 15 

Leu Gly Val Leu 
20 



(2) INFORMATION FOR SEQ ID NO: 546: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 411 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 546: 

50 Ala Leu Leu Lys Tyr Arg Phe Phe Tyr Gin Phe Leu Leu Gly Asn Glu 
15 10 15 

Arg Ala Thr Ala Lys Glu He Arg Asp Glu Tyr Val Glu Thr Leu Ser 
20 25 30 



Lys He Tyr Leu Ser Tyr Tyr Arg Ser Tyr Leu Gly Arg Leu Met Lys 
35 40 45 



Val Gin Tyr Glu Glu Val Ala Glu Lys Asp Asp Leu Met Gly Val Glu 
60 50 55 60 
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Asp Thr Ala Lys Lys Gly Phe Xaa Ser Lys Pre Ser Leu .-J:g S-r .--g 
65 70 75 

5 Asn Thr lie Phe Thr Leu Gly Thr Arg Gly Ser Val lie Ser ?rs Tr- 
85 90 

Glu Leu Glu Ala Pro He Leu Val Pro His Thr Ala Glr. Arg X^a Glu 
100 105 -^0 

Gin Arg Tyr Pro Phe Glu Ala Leu Phe Arg Ser Gin His Tyr Zaa l^u 
115 120 12= 

Leu Asp Asn Ser Cys Arg Glu Tyr Leu Phe He C/s Glu ?he F-e Val 
15 130 135 -'^ 

val Ser Gly Pro Xaa Ala His Asp Leu Phe His Ala Val y_et Gly Arg 
145 150 153 

20 Thr Leu Ser Met Thr Leu Lys His Leu Asp Ser Tv-r Leu Ala Asp Cys 
165 170 1*5 

Tyr Asp Ala He Ala Val Phe Leu Cys He His He Val l^u Arg Phe 
180 185 -30 

25 ^ 

Arg Asn He Ala Ala Lys Arg Asp Val Pro Ala Leu Asp --^g 1-..-r 
195 200 2C: 

Glu Gin Val Leu Ala Leu Leu Trp Pro Arg Phe Glu Leu He Leu Glu 
30 210 215 220 

Met Asn Val Gin Ser Val Arg Ser Thr Asp Pre Gin Arg '-^u Gly Gly 
225 230 235 24. 

35 Leu Asp Thr Arg Pro His Tyr He Thr Arg Arg T-yr Ala Glu Phe Ser 
245 250 2=3 

Ser Ala Leu Val Ser He A^n Gin Thr He Pro Asn Glu Arg y.e-. 
260 265 =^70 

40 

Gin Leu Leu Gly Gin Leu Gin Val Glu Val Glu Asn Phe Val Leu A-g 
275 280 2S5 

val Ala Ala Glu Phe Ser Ser Arg Lys Glu Glr. Leu Val Phe L^u He 
45 290 295 330 



Asn Asn Tyr Asp Met Met Leu Gly Val Leu Met Glu Arg Ala Ala Asp 
305 



310 315 320 



50 Asp Ser Lys Glu Val Glu Ser Phe Gin Gin Leu Leu Asn Ala Arg Thr 
325 330 3^= 

Gin Glu Phe He Glu Glu Leu Leu Ser Pro Pro ?be Gly Gly L-u Val 
340 345 350 

Ala Phe Val Lys Glu Ala Glu Ala Leu He Glu Arg Gly Gin ;^-a Glu 
355 360 355 

Arg Leu Arg Gly Glu Glu Ala Arg Val Thr Glr. Leu He Arg Gly Phe 
60 370 375 330 
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Gly Ser Ser Trp Lys Ser Ser Val Glu Ser Leu Ser Gin Asp Val Met 
385 390 395 400 

5 Arg Ser Phe Thr Asn Phe Arg Asn Gly Thr Ser 
405 410 



10 12) INFORMATION FOR SEQ ID NO: 547; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 303 amino acids 

(B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 547: 



20 



35 



50 



Tyr Glu Gly Lys Glu Phe Asp Tyr Val Phe Ser He Asp Val Asn Glu 
15 10 15 

Gly Gly Pro Ser Tyr Lys Leu Pro Tyr Asn Thr Ser Asp Asp Pro Trp 
20 25 30 



Leu Thr Ala Tyr Asn Phe Leu Gin Lys Asn Asp Leu Asn Pro Met Phe 
25 35 40 45 

Leu Asp Gin Val Ala Lys Phe He He Asp Asn Thr Lys Gly Gin Met 
50 55 60 

30 Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 
65 70 75 80 



Arg Tyr Val Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
85 90 95 

Asp Pro Phe Thr Gly Ala Gly Arg Tyr Val Pro Gly Ser Ala Ser Met 
100 105 110 



Gly Thr Thr Met Ala Gly Val Asp Pro Phe Thr Gly Asn Ser Ala Tyr 
40 115 120 125 

Arg Ser Ala Ala Ser Lys Thr Met Asn He Tyr Phe Pro Lys Lys Glu 
130 135 140 

45 Ala Val Thr Phe Asp Gin Ala Asn Pro Thr Gin He Leu Gly Lys Leu 
145 150 155 160 



Lys Glu Leu Asn Gly Thr Ala Pro Glu Glu Lys Lys Leu Thr Glu Asp 
165 170 175 

Asp Leu He Leu Leu Glu Lys He Leu Ser Leu He Cys Asn Ser Ser 
180 185 190 



Ser Glu Lys Pro Thr Val Gin Gin Leu Gin He Leu Trp Lys Ala He 
55 195 200 205 

Asn Cys Pro Glu Asp He Val Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 

60 Ser He Lys His Pro Ser Val Asn Glu Asn Phe Cys Asn Glu Lys Glu 
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225 



230 235 240 



Gly Ala Gin Phe Ser Ser His Leu He Asn Leu Leu Asn Pro Lys Gly 
245 250 255 

5 

Lys Pro Ala Asn Gin Leu Leu Ala Leu Arg Thr Phe Cys Asn Cys Phe 
260 265 270 

Val Gly Gin Ala Gly Gin Lys Leu Met Met Ser Gin Arg Glu Ser Leu 
10 275 280 285 

Met Ser His Ala He Glu Leu Lys Ser Gly Ser Asn Lys Asn He 
290 295 300 

15 

(2) INFORMATION FOR SEQ ID NO: 548: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 548: 

25 His He Ala Leu Ala Thr Leu Ala Leu Asn Tyr Ser Val Cys Phe His 
15 10 15 

Lys Asp 

30 



(2) INFORMATION FOR SEQ ID NO: 549: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 49 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 549: 



40 



His Asn He Glu Gly Lys Ala Gin Cys Leu Ser Leu He Ser Thr He 
15 10 15 



Leu Glu Val Val Gin Asp Leu Glu Ala Thr Phe Arg Leu Leu Val Ala 
45 20 25 30 

Leu Gly Thr Leu He Ser Asp Asp Ser Asn Ala Val Gin Leu Ala Lys 
35 40 45 

50 Ser 



55 (2) INFORMATION FOR SEQ ID NO: 550: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY: linear 
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(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 550: 

Leu Gly Val Asp Ser Gin He Lys Lys Tyr Ser Ser Val Ser Glu Pro 
15 10 15 

5 

Ala Lys Val Ser Glu Cys Cys Arg Phe He Leu Asn Leu Leu 
20 25 30 



10 

(2) INFORMATION FOR SEQ ID NO: 551: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 400 amino acids 
15 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 551: 

Tyr Glu Gly Lys Glu Phe Asp Tyr Val Phe Ser He Asp Val Asn Glu 
20 1 5 10 15 

Gly Gly Pro Ser Tyr Lys Leu Pro Tyr Asn Thr Ser Asp Asp Pro Trp 
20 25 30 

25 Leu Thr Ala Tyr Asn Phe Leu Gin Lys Asn Asp Leu Asn Pro Met Phe 
35 40 45 

Leu Asp Gin Val Ala Lys Phe He He Asp Asn Thr Lys Gly Gin Met 
50 55 60 

30 

Leu Gly Leu Gly Asn Pro Ser Phe Ser Asp Pro Phe Thr Gly Gly Gly 
65 70 75 80 



Arg Tyr Val Pro Gly Ser Ser Gly Ser Ser Asn Thr Leu Pro Thr Ala 
35 85 90 95 

Asp Pro Phe Thr Gly Ala Gly Arg Tyr Val Pro Gly Ser Ala Ser Met 
100 105 110 

Gly Thr Thr Met Ala Gly Val Asp Pro Phe Thr Gly Asn Ser Ala Tyr 
115 120 125 

Arg Ser Ala Ala Ser Lys Thr Met Asn He Tyr Phe Pro Lys Lys Glu 
130 135 140 

Ala Val Thr Phe Asp Gin Ala Asn Pro Thr Gin He Leu Gly Lys Leu 
145 150 155 160 

Lys Glu Leu Asn Gly Thr Ala Pro Glu Glu Lys Lys Leu Thr Glu Asp 
50 165 170 175 

Asp Leu He Leu Leu Glu Lys He Leu Ser Leu He Cys Asn Ser Ser 
IBO 185 190 

55 Ser Glu Lys Pro Thr Val Gin Gin Leu Gin He Leu Trp Lys Ala He 
195 200 205 



60 



Asn Cys Pro Glu Asp He Val Phe Pro Ala Leu Asp He Leu Arg Leu 
210 215 220 
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Ser He Lys His Pro Ser VaX Asn Glu Asn Phe Cys Asn Glu Lys Glu 
225 230 235 240 

Gly Ala Gin Phe Ser Ser His Leu He Asn Leu Leu Asn Pro Lys Gly 
5 245 250 255 

Lys Pro Ala Asn Gin Leu Leu Ala Leu Arg Thr Phe Cys Asn Cys Phe 
260 265 270 

10 Val Gly Gin Ala Gly Gin Lys Leu Met Met Ser Gin Arg Glu Ser Leu 
275 280 285 



15 



30 



35 



40 



55 



Met Ser His Ala He Glu Leu Lys Ser Gly Ser Asn Lys Asn He His 
290 295 300 

He Ala Leu Ala Thr Leu Ala Leu Asn Tyr Ser Val Cys Phe His Lys 
305 310 315 320 



Asp His Asn He Glu Gly Lys Ala Gin Cys Leu Ser Leu He Ser Thr 
20 325 330 335 

He Leu Glu Val Val Gin Asp Leu Glu Ala Thr Phe Arg Leu Leu Val 
340 345 350 

25 Ala Leu Gly Thr Leu He Ser Asp Asp Ser Asn Ala Val Gin Leu Ala 
355 360 365 



Lys Ser Leu Gly Val Asp Ser Gin He Lys Lys Tyr Ser Ser Val Ser 
370 375 380 

Glu Pro Ala Lys Val Ser Glu Cys Cys Arg Phe He Leu Asn Leu Leu 
385 390 395 ' 400 



(2) INFORMATION FOR SEQ ID ^30: 552: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 139 amino acids 

(B) TYPE: andno acid 
(D) TOPOLOGY: linear 

45- (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 552: 

Tyr Pro Asn Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu His Glu 
15 10 15 

50 His He Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 30 



Gin He Pro Glu Val Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin 
35 40 45 

Ser Glu He Arg Thr He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val 
50 55 60 



Gin Cys He Leu Arg Met Cys Ser Thr He Met Asn Leu Leu Ser Leu 
60 65 70 75 80 
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Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp Phe Val Pro Val Leu 
85 90 95 

5 Val Phe Val Leu lie Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110 

Gin Tyr He Ser Ser Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 

10 

Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu 
130 135 



15 

(2) INFORMATION FOR SEQ ID NO: 553: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 144 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 553: 

Tyr Pro Asn Gin Asp Gly Asp He Leu Arg Asp Gin Val Leu His Glu 
25 1 5 10 15 

His He Gin Arg Leu Ser Lys Val Val Thr Ala Asn His Arg Ala Leu 
20 25 30 

30 Gin He Pro Glu Val Tyr Leu Arg Glu Ala Pro Trp Pro Ser Ala Gin 
35 40 45 

Ser Glu He Arg Thr He Ser Ala Tyr Lys Thr Pro Arg Asp Lys Val 
50 55 60 

35 

Gin Cys He Leu Arg Met Cys Ser Thr He Met Asn Leu Leu Ser Leu 
65 70 75 80 

Ala Asn Glu Asp Ser Val Pro Gly Ala Asp Asp Phe Val Pro Val Leu 
40 85 90 95 

Val Phe Val Leu He Lys Ala Asn Pro Pro Cys Leu Leu Ser Thr Val 
100 105 110 

45 Gin Tyr He Ser Ser Phe Tyr Ala Ser Cys Leu Ser Gly Glu Glu Ser 
115 120 125 

Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu Phe He Lys Thr He 
130 135 140 

50 



55 

(2) INFORMATION FOR SEQ ID NO: 554: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 
60 (B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 554: 

Tyr Pro Asn Gin Asp Gly Asp lie Leu Arg Asp Gin Val Leu 
15 10 



(2) INFORMATION FOR SEQ ID NO: 555; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 
{B) TYPE: amino acid 
(D) TOPOUXTY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 555: 

Glu Ala Pro Trp Pro Ser Ala Gin Ser Glu He 
15 10 



(2) INFORMATION FOR SEQ ID NO: 556: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 556: 

Ser Gly Glu Glu Ser Tyr Trp Trp Met Gin Phe Thr Ala Ala Val Glu 
15 10 15 

Phe He Lys Thr He 
20 



(2) INFORMATION FOR SEQ ID NO: 557: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 557: 

Ala Asp Asp Phe Val Pro Val Leu Val Phe Val Leu He Lys Ala Asn 
15 10 15 

Pro Pro 



(2) INFORMATION FOR SEQ ID NO: 558: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 558: 
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Tyr Lys Thr Pro Arg Asp Lys Val Gin Cys lie Leu 
15 10 

5 

[2) INFORMATION FOR SEQ ID NO: 559: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 15 amino acicis 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 559: 

15 Gly Ala Asp Asp Phe Val Pro Val Leu Val Phe Val Leu He Lys 
15 10 15 



20 (2) INFORMATION FOR SEQ ID NO: 560: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 560: 

Pro Val Leu Val Phe Val Leu He Lys Ala Asn Pro 
1 5 10 

30 



(2) INFORMATION FOR SEQ ID NO: 561: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: aiDino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 561: 

40 

Ser Ala Arg Ala Ser Thr Gin Pro Pro Ala Gly Gin His Pro Gly Pro 
15 10 15 



Cys 

45 



(2) INFORMATION FOR SEQ ID NO: 562: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCTTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 562: 

Met Pro Gly Arg Trp Arg Trp Gin Arg Asp Met His Pro Ala Arg Lys 
1 5 10 15 - 



60 



Leu Leu Ser Leu Leu Phe Leu He Leu Met Gly Thr Glu Leu Thr Gin 
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20 



Asp 



25 



30 



(2) INFORMATION FOR SEQ ID NO: 563: 

10 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 563: 



15 



20 



25 



Ser Ala Ala Pro Asp Ser Leu Leu Arg Ser Ser Lys Gly Ser Thr Arg 
15 10 15 

Gly Ser Leu 



(2) INFORMATION FOR SEQ ID NO: 564: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 564: 

Ala Ala lie Val lie Trp Arg Gly Lys Ser Glu Ser Arg He Ala Lys 
15 10 15 

35 Thr Pro Gly He 
20 



40 (2) INFORMATION FOR SEQ ID NO: 565: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LOJGTH: 17 amino acids 

(B) TYPE: amino acid 
45 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 565: 

Pro Leu Gly He Thr Leu Pro Leu Gly Ala Pro Glu Thr Gly Gly Gly 
15 10 15 

50 

Asp 



55 

(2) INFORMATION FOR SEQ ID NO: 566: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 
60 (B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 566: 

Cys Ala Ala Glu Thr Trp Lys Gly Ser Gin Arg Ala Gly Gin Leu Cys 
5 1 5 10 15 

Ala Leu Leu Ala 
20 

10 

(2) INFORMATION FOR SEQ ID NO: 567: 

(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 567: 

20 Phe Arg Gly Gly Gly Thr Leu Val Leu Pro Pro Thr His Thr Pro Glu 
15 10 15 

Trp Leu lie Leu 
20 

25 



(2) INFORMATION FOR SEQ ID NO: 568: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 568: 

35 

Met Arg Ser Ala Arg Pro Ser Leu Gly Cys Leu Pro Ser Trp Ala Phe 
15 10 15 

Ser Gin Ala Leu Asn He 
40 20 



45 



(2) INFORMATION FOR SEQ ID NO: 569: 



(i) SEQUENCE CHARACTERISTICS: 

(A) T.TTKgyTH: 22 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 569: 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Glu He Ser Ala Val Cys 
15 10 15 

55 Glu Lys Gly Asn Phe Asn 
20 



60 



(2) INFORMATION FOR SEQ ID NO: 570: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LEDTCTH: 26 amino acids 

(B) TYPE: amino acid 
5 (D) TOPOLOGY: linear 

txi) SEQUENCE DESCRIPTION: SEQ ID NO: 570: 

Val Ala His Gly Leu Ala Trp Ser Tyr Tyr He Gly Tyr Leu Arg Leu 
15 10 15 

10 

He Leu Pro Glu Leu Gin Ala Arg He Arg 
20 25 



15 

(2) INFORMATION FOR SEQ ID NO: 571: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 571: 

Thr Tyr Asn Gin His Tyr Asn Asn Leu Leu Arg Gly Ala Val Ser Gin 
25 1 5 10 15 

Arg Cys 



30 



45 



(2) INFORMATION FOR SEQ ID NO: 572: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 572: 

40 He Leu Leu Pro Leu Asp Cys Gly Val Pro Asp Asn Leu Ser Met Ala 
15 10 15 

Asp Pro Asn He Arg Phe Leu Asp Lys Leu Pro Gin Gin Thr Gly Asp 
20 25 30 



Arg Ala Gly He Lys Asp Arg Val Tyr Ser Asn 
35 40 



50 

(2) INFORMATION FOR SEQ ID NO: 573: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 573: 



60 



Ser He Tyr Glu Leu Leu Glu Asn Gly Gin Arg Ala Gly Thr Cys Val 
15 10 15 
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Leu Glu Tyr Ala Thr Pro Leu Gin Thr Leu Phe Ala Met Ser Gin Tyr 
20 25 30 

5 Ser Gin Ala Gly Phe Ser Gly Glu Asp Arg Leu Glu Gin 
35 40 45 



10 (2) INFORMATION FOR SEQ ID NO: 574: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 92 amino acids 

(B) TYPE: araino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 574: 

Ala Lys Leu Phe Cys Arg Thr Leu Glu Asp He Leu Ala Asp Ala Pro 
15 10 15 

20 

Glu Ser Gin Asn Asn Cys Arg Leu He Ala Tyr Gin Glu Pro Ala Asp 
20 25 30 

Asp Ser Ser Phe Ser Leu Ser Gin Glu Val Leu Arg His Leu Arg Gin 
25 35 40 45 

Glu Glu Lys Glu Glu Val Thr Val Gly Ser Leu Lys Thr Ser Ala Val 
50 55 60 

30 Pro Ser Thr Ser Thr Met Ser Gin Glu Pro Glu Leu Leu He Ser Gly 
65 70 75 80 

Met Glu Lys Pro Leu Pro Leu Arg Thr Asp Phe Ser 
85 90 

35 



(2) INFORMATION FOR SEQ ID NO: 575: 

40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 575: 

45 

Leu Leu Gly Leu Lys Gly Leu Ala Pro Ala Glu He Ser Ala Val Cys 
15 10 15 

Glu Lys Gly Asn Phe Asn Val Ala His Gly Leu Ala Trp Ser Tyr Tyr 
50 20 25 30 

He Gly Tyr Leu Arg Leu He Leu Pro Glu Leu 
35 40 

55 

(2) INFORMATION FOR SEQ ID NO: 576: 

(i) SEQUENCE CHARACTERISTICS: 
60 (A) LENGTH: 22 amino acids 
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•3) T/?E: anino acid 
(D) TCPOLOC/: linear 
(xi) SEQ^r^rE DESCHIPTION: SEQ ID NO: 576: 

5 Thr lys Le- Leu Lys Leu Arg Arg Asn lie Val Lys Leu Ser Leu 
15 10 15 

Tyr Arg Kis ?r.s Thr Asn 

10 



(2) ZZTFCrZC-'ZZZ: TC3. SEQ ID NO: 577: 

15 (1) SECCENCE CI-iARACTERISTICS: 

\A) LE:j:-GTH: 22 amino acids 
3) TTPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SECUEN'CE DESCRIPTION: SEQ ID NO: 577: 

20 

Thr Leu Zle leu Ala Val Ala Ala Ser He Val Phe He He Trp Thr 
15 10 15 

Thr Msr Lvs Phe Arg He 

25 ' i: 



30 



(2) Z^-CKTiATIC:: FCR SEQ ID NO: 578: 



(1) SEC-JENCE CHARACTERISTICS; 

(A) LE>X3TH: 28 amino acids 
B) TYPE: amino acid 
Z, TOPOLOGY: linear 
35 {yj,) SE^UHJICE DESCRIPTION: SEQ ID NO: 578: 

Val Thr Cys Glr. Ser Asp Trp Arg Glu Leu Trp Val Asp Asp Ala He 
1 5 * * 10 15 

40 Trp Arg Leu Leu Phe Ser Met He Leu Phe Val He 
2: 25 



45 (2) EIFCEMATICN FOR SEQ ID NO: 579: 

(i) SEwuENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 
(3) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 579: 



55 



Met Val Leu Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser 
15 10 15 

Pro Leu Ser Glu Glu Glu Glu Glu Asp Glu Gin 
20 25 



60 
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(2) INFORMATION FOR SEQ ID NO: 580: 

(i) SE5QUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 580: 

Met Val Leu Trp Arg Pro Ser Ala Asn Asn Gin Arg Phe Ala Phe Ser 
15 10 15 

Pro Leu Ser Glu Glu Glu Glu Glu Asp Glu Gin 
20 25 



(2) INFORMATION FOR SEQ ID NO: 581: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 581: 

Lys Glu Pro Met Leu Lys Glu Ser Phe Glu Gly Met Lys Met Arg Ser 
15 10 15 

Thr Lys Gin Glu Pro Asn Gly Asn Ser Lys Val Asn Lys Ala Gin Glu 
20 25 30 

Asp Asp Leu 
35 



(2) INFORMATION FOR SEQ ID NO: 582: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 582: 

Lys Trp Val Glu Glu Asn Val Pro Ser Ser Val Thr Asp Val Ala Leu 
15 10 15 

Pro Ala Leu Leu Asp Ser Asp Glu Glu Arg Met lie Thr His Phe Glu 
20 25 30 

Arg Ser Lys Met Glu 
35 



(2) INFORMATION FOR SEQ ID NO; 583: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
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(xi) £Z2UH::C3 



Asp Pro Arg Val Arg 
1 5 

Ser Leu Thr GI^ 
2D 





(A) LIZTJrr.'. II 5JLLr.z ^zizs 

(xi) SH^UHircr zzsz^Trrzy.:-. zz :7Z: =:-;: 

Tyr Glu Pro Met Asp ?be >:3a Xer Ala l/e. lie Ti^-r A3p 

1 5 i: 




{A) iz:3~:: Ic anir-c acids 
(B) riTZ: s.-ai=-0 acid 

(xi) SS^J^'.ZZ -ES^Cmii:: iZ:; ZZ IX): zlz: 

lie Arg His Glu Leu Trir Val I^e^- Arr Asz Thr Arr ?ro Ala Z-ys 
1 5 i: 1= 



(2) INFORMATICS FCR SZZ ZD :'0: =56: 

(i) SEaUEtiCE --:?-FACrH?-m"S: 

(A) lz:3G7:-:: ID az^jT-c arils 

(B) riPE: 2nir.o a:ii 
(D) ZCPOLOGY: lir.ear 

(xi) SZQUEJCZ rESZRIFTICS:: £2Q H; llzi 

Met Asp Phe Xaa Kst Ala leu lis r.-T A=p 
I 5 



(2) INFORKATICN FCR SSQ ID 210: z37: 

(A) IJSJGT:-:: 24 e=ir-c acits 

(B) TiPE: amino acii 
(D) TCPOIiCGY: lir»£ar 

(xi) S3QUE!rE DESCSUr^TICSr: SSQ ZD 230: =3~: 
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Met Gin Glu Met Met Arg Asn Gin Asp Arg Ala Leu Ser Asn Leu Glu 
15 10 15 

Ser He Pro Gly Gly Tyr Asn Ala 
20 



(2) INFORMATION FOR SEQ ID NO: 588: 

(i) SEQUENCE CHARACTERISTICS: 

(A) L£NGTH: 25 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 588: 

Leu Arg Arg Met Tyr Thr Asp He Gin Glu Pro Met Leu Ser Ala Ala 
15 10 15 

Gin Glu Gin Phe Gly Gly Asn Pro Phe 
20 25 



(2) INFORMATION FOR SEQ ID NO: 589: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 32 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 589: 

Ala Ser Leu Val Ser Asn Thr Ser Ser Gly Glu Gly Ser Gin Pro Ser 
15 10 15 

Arg Thr Glu Asn Arg Asp Pro Leu Pro Asn Pro Trp Ala Pro Gin Thr 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 590: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 71 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 590: 

Ser Gin Ser Ser Ser Ala Ser Ser Gly Thr Ala Ser Thr Val Gly Gly 
15 10 15 

Thr Thr Gly Ser Thr Ala Ser Gly Thr Ser Gly Gin Ser Thr Thr Ala 
20 25 30 

Pro Asn Leu Val Pro Gly Val Gly Ala Ser Met Phe Asn Thr Pro Gly 
35 40 45 
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Met Gin Ser Leu Leu Gin Gin He Thr Glu Asn Pro Gin Leu Met Gin 
50 55 60 



Asn Met Leu Ser Ala Pro Tyr 
5 65 70 



10 



25 



35 



(2) INFORMATION FOR SEQ ID NO: 591: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LaJGTH: 45 amino acids 

(B) TiPE: amino acid 
(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 591: 

Met Arg Ser Met Met Gin Ser Leu Ser Gin Asn Pro Asp Leu Ala Ala 
1 5 10 ^5 

20 Gin Met Met Leu Asn Asn Pro Leu Phe Ala Gly Asn Pro Gin Leu Gin 
20 25 30 



Glu Gin Met Arg Gin Gin Leu Pro Thr Phe Leu Gin Gin 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 592: 



30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 592: 



Met Gin Asn Pro Asp Thr Leu Ser Ala Met Ser Asn Pro Arg Ala Met 
15 10 15 



Gin Ala Leu Leu Gin He Gin Gin Gly Leu Gin Thr Leu Ala Thr Glu 
40 20 25 30 

Ala Pro Gly Leu He Pro Gly Phe Thr Pro Gly Leu Gly Ala Leu Gly 
35 40 45 

45 Ser Thr Gly Gly Ser Ser Gly Thr Asn Gly Ser Asn Ala Thr Pro Ser 
50 55 60 



50 



Glu Asn Thr Ser Pro Thr Ala Gly Thr 
65 70 



(2) INFORMATION FOR SEQ ID NO: 593: 

55 (i) SEQUENCE CHARACTEEaSTICS: 

(A) LQJGTH: 72 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 593: 

60 
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rhr 3:u yzo Oly His Gin Gin Phe He Gin Gin Met Leu Gin Ala Leu 



10 



'^a ^Iv Val Asn Pro Gin Leu Gin Asn Pro Glu Val Arg Phe Gin Gin 



25 



30 



5 20 

3- - Gin Leu Ser Ala Met Gly Phe Leu Asn Arg Glu Ala Asn 



40 



10 1^^ AZa Leu He Ala Thr Gly Gly Asp He Asn Ala Ala lie Glu 
= -5 55 60 



irg Leu Gly Ser Gin Pro Ser 
' A ' 70 



15 



•2) nirCP^C^TlON FOR SEQ ID NO: '594: 

20 (i) SEQUEMCE CHARACTERISTICS: 

(A) LENGTH: 45 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 594: 

^-^ Pro Ala Met Met Gin Glu Met Met Arg Asn Gin Asp Arg Ala 
■'"^ ' " " 5 10 

Z^^ Asn Leu Glu Ser He Pro Gly Gly Tyr Asn Ala Leu Arg Arg 
30 * 20 25 30 



35 



Asp He Gin Glu Pro Met Leu Ser Ala Ala 
*' 40 ^5 



(2) ro^GK-ATION FOR SEQ ID NO: 595: 



(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 13 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 595: 

45 Gly ?jsn Pro Phe Ala Ser Leu Val Ser Asn Thr Ser Ser 



1 5 



50 (2) OTORI^TION FOR SEQ ID NO: 596: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 596: 

Glu Asn Arg Asp Pro Leu Pro Asn Pro Trp Ala 
5 10 

60 
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(2) INFORMATION FOR SEQ ID NO: 597; 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 597: 

10 

Gly Lys He Leu Lys Asp Gin Asp Thr Leu Ser Gin His Gly He 
1 5 10 15 

Asp 

15 



20 



30 



45 



(2) INFORMATION FOR SEQ ID NO: 598: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 598: 

Gly Leu Thr Val His Leu Val He Lys Thr Gin Asn Arg Pro 
1 5 10 



t2) INFORMATION FOR SEQ ID NO: 599: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY:, linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 599: 

40 Ser Glu Leu Gin Ser Gin Met Gin Arg Gin Leu Leu Ser Asn Pro Glu 
15 10 15 



Met Met 



(2) INFORMATION FOR SEQ ID NO: 600: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 600: 

55 

Pro Glu He Ser His Met Leu Asn Asn Pro Asp He Met Ai^ 
1 5 10 



60 
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(2) INTORl^TICN rOR SEQ ZD NO: 601: 

(i) SECIH:k:E C-^A?ACTERIS^IC3 : 

(AJ LQKjTH: 13 anir.o aciis 

(3) TYPE: amino acid 

(D) TOPOXjCGY: lir.ear 
(xi) SEQUSTCE DESCHIPCICi:;: SZQ 13 rC: 601: 

Arg Gin Leu lie Xet Ala Asn Pro Glr. Me- Glr. Gin Leu lie Gin Arg 

15 i: 15 

Asn Pro 



(2) INFORMATION FOR SEQ ID NO: 502: 

(i) SEQUEivCE OiAPACTERISCICS : 

(A) LENGTH: 27 ardno aci^s 

(3) TYPE: amino acid 

(D) TOPOLOGY: lir.ear 
(xi) SEQUH3JCE DESCRIPTICiJ: SEQ ID I^O: 502: 

Asn Leu Cys His Val Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu Leu 
15 13 15 

Ala Gly He His Cys Ala I-ys He Val Ser 
20 25 



(2) INFORMATION FOR SEQ ID NO: 503: 

(i) SEQUE:7CE C-iA?ACTERISTICS: 

(A) LE^?GTH: 23 a=±no acids 

(3) TYPE: aoiir.o acid 

(D) TOPOLCXTY: linear 
(xi) SEQUENCE DESCRIPTiaJ: SEQ ID VO: 503: 

Leu Asp Gly Phe Glu Gly Tyr Ser Leu Ser As? Irp Leu Cys Leu Ala 
15 10 15 

Phe val Glu Ser Lys Phe Asn 
20 



(2) INFORMATION FOR SEQ ID NO: 604: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LE2iGTH: 22 anino acids • 

CB) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIQ5: SEQ ID :»: 604: 

Asn Glu Asn Ala Asp Gly Ser Phe Asp Tyr Gly Leu Phe Gin He 
1 5 10 15 

Ser His Tyr Tr? Cys Asn 
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20 



5 (2) INFORMATION FOR SEQ ID NO: 605: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 605: 



15 



Asn Leu Cys His Val Asp Cys Gin Asp Leu Leu Asn Pro Asn Leu Leu 
15 10 15 

Ala Gly lie His Cys Ala Lys Arg lie Val Ser 
20 25 



20 

(2) INFORMATION FOR SEQ ID NO: 606: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 606: 

He Arg Glu Val Asn Glu Val He Gin Asn Pro Ala Thr 
30 1 5 10 



35 



(2) INFORMATION FOR SEQ ID NO: 607: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:- 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 607: 

He Thr Arg He Leu Leu Ser His Phe Asn Trp Asp Lys Glu Lys Leu 
15 10 15 

45 Met Glu Arg Tyr Phe Asp Gly Asn Leu Glu Lys Leu Phe Ala 
20 25 30 



50 (2) INFORMATION FOR SEQ ID NO: 608: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEHGTH: 23 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»4: SEQ ID NO: 608: 

Asn Thr Arg Ser Ser Ala Gin Asp Met Pro Cys Gin He Cys Tyr LeU 
1 5 10 15 

60 
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Asn Tyr Pro Asn Ser Tyr Phe 
20 



(2) INFORMATION FOR SEQ ID NO: 609: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 
IQ (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 609: 

Cys Asp He Leu Val Asp Asp Asn Thr Val Met Arg Leu He Thr Asp 
15 1 5 10 15 

Ser Lys Val Lys Leu Lys Tyr Gin His Leu He Thr Asn Ser Phe Val 
20 25 30 

20 Glu Cys Asn Arg Leu Leu Lys Trp Cys Pro Ala Pro Asp Cys His His 
35 40 45 



25 



35 



Val Val Lys Val Gin Tyr Pro Asp Ala Lys Pro Val 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 610: 



30 ti) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 610: 



Cys Asp He Leu Val Asp Asp Asn Thr Val Met Arg Leu He Thr Asp 
1 5-10 15 



Ser Lys Val Lys Leu Lys Tyr Gin His Leu He Thr Asn Ser Phe Val 
40 20 25 30 

Glu Cys Asn Arg Leu Leu Lys Trp Cys Pro Ala Pro Asp Cys His His 
35 40 45 

45 Val Val Lys Val 
50 



50 (2) INFORMATION FOR SEQ ID NO; 611: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCjTH: 60 amino acids 

(B) TYPE; amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION; SEQ ID NO: 611: 



60 



Gly Cys Asn His Met Val Cys Arg Asn Gin Asn Cys Lys Ala Glu Phe 
1 5 10 15 
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Cys Trp Val Cys Leu Gly Pro Trp Glu Pro His Gly Ser Ala Trp Tyr 
20 25 30 

Asn cys Asn Arg Tyr Asn Glu Asp Asp Ala Lys Ala Ala Arg Asp Ala 
5 35 40 45 

Gin Glu Arg Ser Arg Ala Ala Leu Gin Arg Tyr Leu 
50 55 60 

10 

(2) INFOHMATION FOR SEQ ID NO: 612: 

(i) SEQUENCE CHARACTERISTICS: 
J 5 (A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 612: 

20 Phe Tyr Cys Asn Arg Tyr Met Asn His Met Gin Ser Leu Arg Phe Glu 
1 5 10 

His Lys Leu Tyr Ala Gin Val Lys Gin Lys Met Glu Glu Met Gin Gin 
20 25 30 

25 

His Asn Met Ser Trp He Glu Val Gin Phe Leu Lys Lys Ala Val Asp 
35 40 45 

Val Leu Cys Gin Cys Arg Ala Thr Leu Met Tyr Thr 
30 50 55 60 



(2) INFORMATION FOR SEQ ID NO: 613: 

35 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:, 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 613: 

Tyr val Phe Ala Phe Tyr Leu Lys Lys Asn Asn Gin Ser He He Phe 
1 5 10 ^5 

45 Glu Asn Asn Gin Ala Asp Leu Glu Asn Ala Thr Glu Val Leu Ser Gly 
20 25 30 

Tyr Leu Glu Arg Asp He Ser Gin Asp Ser Leu Gin Asp He Lys Gin 
35 40 45 

50 

Lys Val Gin Asp Lys Tyr Arg Tyr Cys Glu Ser Arg 
50 55 60 



55 

(2) INFORMATION FOR SEQ ID NO: 614: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 
go (B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 614: 

Thr Gly Leu Glu Cys Gly His Lys Phe Cys Met Gin Cys Trp Ser Glu 
5 1 5 10 15 

Tyr Leu Thr Thr Lys lie Met Glu Glu Gly Met Gly Gin Thr lie Ser 
20 25 30 

10 Cys Pro Ala His Gly 
35 



15 (2) INFORMATION FOR SEQ ID NO: 615: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
20 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 615: 

Met Trp Gly Tyr Leu Phe Val Asp Ala Ala Trp Asn Phe Leu Gly Cys 
15 10 15 

25 

Leu lie Cys Gly Trp 
20 



30 



(2) INFORMATION FOR SEQ ID NO: 616: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 46 amino acids 
35 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 616: 

Met His Phe He Ser Ser Gly Asn Val Ser Ala He Arg Ser Ser He 
40 1 5 10 15 

Leu Leu Leu Arg Xaa Ser Leu Ser Tyr Leu Gly Asn Cys Leu Arg Val 
20 25 30 

45 Ser Ala He Phe Val Tyr Phe Leu Leu Phe Leu Leu Leu Ser 
35 40 45 



50 (2) INFORMATION FOR SEQ ID NO: 617: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 80 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 617: 

Met Asp Gin Ala Leu Arg Gly Ser Pro Ser Glu Gly Phe Ser Thr Asp 
15 10 15 

60 
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Pro Ser Pro Pro Gin Val Gly Arg Gin lie Pro Ser Phe Pro Pro Trp 
20 25 30 

Arg Arg Leu Val Leu Pro Lys Ala Ser Gly Cys Phe Leu Glu Arg Glu 
5 35 40 45 

Trp Trp Leu Cys Val Phe Lys Leu Arg Thr Arg Pro Gly Ala Glu Ala 
50 55 60 

10 His Ala Tyr Asn Ser Ser He Leu Gly Gly Arg Gly Lys Gly He Thr 
65 70 75 80 



15 



(2) INFORMATION FOR SEQ ID NO: 618: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 131 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 618: 

25 

Met Leu Pro Ala Leu Ala Ser Cys Cys His Phe Ser Pro Pro Glu Gin 
I 5 10 15 

Ala Ala Arg Leu Lys Lys Leu Gin Glu Gin Glu Lys Gin Gin Lys Val 
30 20 25 30 

Glu Phe Arg Lys Arg Met Glu Lys Glu Val Ser Asp Phe He Gin Asp 
35 40 45 

35 Ser Gly Gin He Lys Lys Lys Phe Gin Pro Met Asn Lys He Glu Arg 
50 55 60 

Ser He Leu His Asp Val Val Glu Val Ala Gly Leu Thr Ser Phe Ser 
65 70 75 80 

40 

Phe Gly Glu Asp ASP Asp Cys Arg Tyr Val Met He Phe Lys Lys Glu 
85 90 

Phe Ala pro Ser Asp Glu Glu Leu Asp Ser Tyr Arg Arg Gly Glu Glu 
45 100 105 110 

Trp Asp pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
115 120 125 

50 Gin Arg Gin 
130 



55 (2) INFORMATION FOR SEQ ID NO: 619: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 76 amino acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 619: 

Glu Glu Glu Ala Ala Gin Gin Gly Pro Val Val Val Ser Pro Ala Ser 
15 10 15 

5 

Asp Tyr Lys Asp Lys Tyr Ser His Leu lie Gly Lys Gly Ala Ala Lys 
20 25 30 

Asp Ala Ala His Met Leu Gin Ala Asn Lys Thr Tyr Gly Cys Xaa Pro 
10 35 40 45 

Val Ala Asn Lys Arg Asp Thr Arg Ser He Glu Glu Ala Met Asn Glu 
50 55 60 

15 He Arg Ala Lys Lys Arg Leu Arg Gin Ser Gly Glu 
65 -70 75 



20 (2) INFORMATION FOR SEQ ID NO: 620: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 40 amino acids 

(B) TYPE: amino acid 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 620: 



30 



Pro Pro Arg Arg Pro Ala Gin Leu Pro Leu Thr Pro Gly Ala Gly Gin 
15 10 15 

Gly Ala Gly Arg Asp Lys Ala Ala Ala He Arg Ala His Pro Gly Ala 
20 25 30 



Pro Pro Leu Asn His Leu Leu Pro 
35 35 40 



40 



(2) INFORMATION FOR SEQ ID NO: 621: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 

(B) TVPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 621: 

Ala Val Pro Gin Ala Gly Gly Lys Gin Val Phe Asp Leu Ser Pro Leu 
1 5 .10 15 

50 Glu Leu Gly Tyr Val Arg Gly Met Cys Val Cys Val 
20 25 



55 (2) INFORMATION FOR SEQ ID NO: 622: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 207 amino acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 622 
Met Leu Pro Ala Leu Ala Ser Cys Cys His Phe Ser Pro Pro Glu Gin 

5 



1 . 10 15 



Ala Ala Arg Leu Lys Lys Leu Gin Glu Gin Glu Lys Gin Gin Lys Val 
20 25 30 

Glu Phe Arg Lys Arg Met Glu Lys Glu Val Ser Asp Phe He Gin Asp 
10 35 40 45 

ser Gly Gin He Lys Lys Lys Phe Gin Pro Met Asn Lys He Glu Arg 
50 55 60 

15 ser He Leu His Asp Val Val Glu Val Ala Gly Leu Thr Ser Phe Ser 
65 10 75 80 



20 



Phe Gly Glu ASP ASP Asp Cys Arg Tyr Val Met He Phe Lys Lys Glu 
85 90 95 

Phe Ala Pro Ser Asp Glu Glu Leu Asp Ser Tyr Arg Arg Gly Glu Glu 
100 105 110 



Trp Asp Pro Gin Lys Ala Glu Glu Lys Arg Asn Xaa Lys Glu Leu Ala 
25 115 120 

Gin Arg Gin Glu Glu Glu Ala Ala Gin Gin Gly Pro Val Val Val Ser 
130 135 140 

30 Pro Ala ser Asp Tyr Lys Asp Lys Tyr Ser His Leu He Gly Lys Gly 
145 150 155 a60 

Ala Ala Lys Asp Ala Ala His Met Leu Gin Ala Asn Lys Thr Tyr Gly 
165 170 175 



35 



Cys xaa Pro Val Ala Asn Lys Arg Asp Thr Arg Ser He Glu Glu Ala 
180 185 190 



Met Asn Glu He Arg Ala Lys Lys Arg Leu Arg Gin Ser Gly Glu 
40 195 200 205 



45 



(2) INFORMATION FOR SEQ ID NO: 623: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 623: 

Leu Leu Cys Pro Val Leu Asn Ser Gly Xaa Ser Trp Asn Phe Pro His 
15 10 15 

55 Pro Ser Gin Pro Glu Tyr Ser Phe His Gly Phe His Ser Thr Arg Leu 
20 25 30 

Trp He 

60 
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(2) INFORMATION FOR SEQ ID NO: 624: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 624: 

Pro Ser Thr Pro Trp Phe Leu Phe Leu Leu Gly Leu Thr Cys Pro Phe 
15 10 15 

Ser Thr Ser His Pro Arg Trp Asp Ser He Pro Pro 
15 20 25 



(2) INFORMATION FOR SEQ ID NO: 625: 

20 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 227 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY; linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 625: 

Glu Leu Ser He Ser He Ser Asn Val Ala Leu Ala Asp Glu Gly Glu 
15 10 15 

30 Tyr Thr Cys Ser He Phe Thr Met Pro Val Arg Thr Ala Lys Ser Leu 
20 25 30 

Val Thr Val Leu Gly He Pro Gin Lys Pro He He Thr Gly Tyr Lys 
35 40 45 

35 

ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 
50 55 60 

Gly Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys Gly Asp Gin Glu 
40 65 70 75 80 

Leu His Gly Glu Pro Thr Arg He Gin Glu Asp Pro Asn Gly Lys Thr 
85 90 95 

45 Phe Thr Val Ser Ser Ser Val Thr Phe Gin Val Thr Arg Glu Asp Asp 
100 105 110 

Gly Ala Ser He Val Cys Ser Val Asn His Glu Ser Leu Lys Gly Ala 
115 120 125 

50 

Asp Arg Ser Thr Ser Gin Arg He Glu Val Leu Tyr Thr Pro Thr Ala 
130 135 140 

Met He Arg Pro Asp Pro Pro His Pro Arg Glu Gly Gin Lys Leu Leu 
55 145 150 155 160 

Leu His Cys Glu Gly Arg Gly Asn Pro Val Pro Gin Gin Tyr Leu Trp 
165 170 175 

60 Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser Ala 
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180 185 190 

Leu lie Phe Pro Phe Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly Cys 
195 200 205 

^ Thr Ala Thr Ser Asn Met Gly Ser Tyr Lys Ala Tyr Tyr Thr Leu Asn 
210 215 220 

Val Asn Asp 
10 225 



15 



30 



(2) INFORMATION FOR SEQ ID NO: 626: 



(i) SEQUENCE CHAHACTERISTICS: 

(A) LENGTH: 64 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 626: 

Glu Leu Ser lie Ser He Ser Asn Val Ala Leu Ala Asp Glu Gly Glu 
15 10 15 

25 Tyr Thr Cys Ser He Phe Thr Met Pro Val Arg Thr Ala Lys Ser Leu 
20 25 30 

Val Thr Val Leu Gly He Pro Gin Lys Pro He He Thr Gly Tyr Lys 
35 40 45 



Ser Ser Leu Arg Glu Lys Asp Thr Ala Thr Leu Asn Cys Gin Ser Ser 
50 55 60 



35 



40 



55 



(2) INFORMATION FOR SEQ ID NO: 627: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 65 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

45 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 627: 

cys Gin Ser Ser Gly Ser Lys Pro Ala Ala Arg Leu Thr Trp Arg Lys 
15 10 15 

50 Gly Asp Gin Glu Leu His Gly Glu Pro Thr Arg He Gin Glu Asp Pro 
20 25 30 



Asn Gly Lys Thr Phe Thr Val Ser Ser Ser Val Thr Phe Gin Val Thr 
35 40 45 

Arg Glu Asp Asp Gly Ala Ser He Val Cys Ser Val Asn His Glu Ser 
50 55 60 



Leu 
60 65 
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(2) INFORMATION FOR SEQ ID NO: 628: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEMGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 628: 

His Glu Ser Leu Lys Gly Ala Asp Arg Ser Thr Ser Gin Arg He Glu 
15 10 15 

15 Val Leu Tyr Thr Pro Thr Ala Met He Arg Pro Asp Pro Pro His Pro 
20 25 30 

Arg Glu Gly Gin Lys Leu Leu Leu His Cys Glu Gly Arg Gly Asn Pro 
35 40 45 

20 

Val Pro Gin Gin Tyr Leu Trp Glu Lys Glu 
50 55 



25 

(2) INFORMATION FOR SEQ ID NO: 629: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 629: 

Trp Glu Lys Glu Gly Ser Val Pro Pro Leu Lys Met Thr Gin Glu Ser 
35 1 5 10 15 

Ala Leu He Phe Pro Phe Leu Asn Lys Ser Asp Ser Gly Thr Tyr Gly 
20 * 25 30 

40 Cys Thr Ala Thr Ser Asn Met Gly Ser Tyr Lys Ala Tyr Tyr Thr Leu 
35 40 45 

Asn Val Asn Asp 
50 

45 



(2). INFORMATION FOR SEQ ID NO: 630: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 123 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 630: 

55 

Val Pro Glu Leu Pro Asp Arg Val His Gin Leu His Gin Ala Val Gin 
1 5 10 ■ 15 



60 



Gly Cys Ala Leu Gly Arg Pro Gly Phe Pro Gly Gly Pro Thr His Ser 
20 25 30 
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Gly His His Lys Ser His Pro Gly Pro Ala Gly Gly Asp Tyr Asn Arg 
35 40 45 

5 Cys Asp Arg Pro Gly Gin Val His Leu His Asn Pro Arg Gly Thr Gly 
50 55 60 

Arg Arg Gly Gin Leu His Pro Thr Ala Gly Pro Gly Val His Arg Arg 
65 70 75 80 

10 

Ala cys Pro Ser Gin Gin Leu Pro His Arg Leu Gly Pro Gly Val Pro 
85 90 95 

Cys Pro Ser Pro Ser Leu Thr Pro Val Leu Pro Ser Trp Thr Gin Ser 
15 100 105 110 

Trp Cys Gly Leu Pro Gly Tyr Thr Ser Ser Ser 
115 120 

20 

(2) INFORMATION FOR SEQ ID NO: 631: 

(i) SEQUENCE CHARACTERISTICS: 
25 (A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 631: 

30 val His Gin Leu His Gin Ala Val Gin Gly Cys Ala Leu Gly Arg Pro 
15 10 15 



35 



Gly Phe Pro Gly Gly Pro 
20 



(2) INFORMATION FOR SEQ ID NO: 632: 



40 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: €32: 



45 



Pro Thr His Ser Gly His His Lys Ser His Pro Gly Pro Ala Gly Gly 
15 10 15 



Asp Tyr Asn Arg Cys Asp Arg Pro Gly Gin Val His Leu His Asn Pro 
50 20 25 30 



55 



Arg Gly Thr Gly Arg Arg Gly. Gin Leu His 
35 40 



(2) INFORMATION FOR SEQ ID NO: 633: 



(i) SEQUENCE CHARACTERISTICS: 
60 (A) LHCTH: 55 amino acids 
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(B) TYPE: amino acid 
(D) TOPOL(XY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 633: 

5 Leu His Pro Thr Ala Gly Pro Gly Val His Arg Arg Ala Cys Pro Ser 
15 10 15 

Gin Gin Leu Pro His Arg Leu Gly Pro Gly Val Pro Cys Pro Ser Pro 
20 25 30 

10 

ser Leu Thr Pro Val Leu Pro Ser Trp Thr Gin Ser Trp Cys Gly Leu 
35 40 45 

Pro Gly Tyr Thr Ser Ser Ser 
15 50 55 



20 



35 



50 



(2) INFORMATION FOR SEQ ID NO: 634: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 amino acids 
{B) TYPE: amino acid 
(D) TOPOLOGY: linear 
25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 634: 

Ser Leu Arg Arg Pro Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
15 10 15 

30 Leu ser Ser Val Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arg 
20 25 30 

Glu Pro Cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 



Ala Ser Cys Cys Ser Cys Cys Cys Ser Cys Pro Arg Arg Arg Ala Pro 
50 ^ 



Leu Arg Ser Pro Arg Gly Ser Lys Arg Arg lie Arg Gin Arg Glu Val 
40 65 70 75 80 

Val Asp Leu Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala Gly Val Pro 
85 90 95 

45 Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly He Pro Gly Thr Pro Gly 
100 105 110 



He Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu Cys Leu Arg 
115 120 125 

Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin Cys Ser Trp 
130 135 140 



Ser Ser Leu Asn Tyr Gly He Asp Leu Gly Lys He Ala Glu Cys Thr 
55 145 150 155 160 

Phe Thr Lys Met Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
165 170 1*75 

60 Ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
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180 185 190 

Thr Phe Asn Gly Ala Glu Cys Ser Gly Pro Leu Pro lie Glu Ala lie 
195 200 205 

He Tyr Leu Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn He 
210 215 220 

His Arg Thr Ser Ser Val Glu Gly Leu Cys Glu Gly He Gly Ala Gly 
10 225 230 235 240 

Leu Val Asp Val Ala He Trp Val Gly Thr Cys Ser Asp Tyr Pro Lys 
245 250 255 

15 Gly Asp Ala Ser Thr Gly Trp Asn Ser Val Ser Arg He He He Glu 
260 265 270 



20 



Glu Leu Pro Lys 
275 



(2) INFORMATION FOR SEQ ID NO: 635: 



25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 61 amino acids 

(B) ryPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 635: 



30 



Ser Leu Arg Arg Pro Arg Ser Ala Ala Xaa Gin Thr Leu Thr Thr Phe 
15 10 15 



Leu Ser Ser Val Ser Ser Ala Ser Ser Ser Ala Leu Pro Gly Ser Arg 
35 20 25 30 

Glu Pro Cys Asp Pro Arg Ala Pro Pro Pro Pro Arg Ser Gly Ser Ala 
35 40 45 

40 Ala Ser Cys Cys Ser Cys Cys Cys Ser Cys Pro Arg Arg 
50 55 60 



45 (2) INFORMATION FOR SEQ ID NO: 636; 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 636: 

Arg Ala Pro Leu Arg Ser Pro Arg Gly Ser Lys Arg Arg He Arg Gin 
15 10 15 

Arg Glu Val Val Asp Leu Tyr Asn Gly Met Cys Leu Gin Gly Pro Ala 
20 25 • 30 

Gly Val Pro Gly Arg Asp Gly Ser Pro Gly Ala Asn Gly He Pro Gly 
60 35 40 45 



55 
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Thr Pro Gly lie 
50 



(2) INFORMATION FOR SEQ ID NO: 637: 

(i) SEQUENCE CHARACTERISTICS: 
\Q (A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 637: 

15 Thr Pro Gly He Pro Gly Arg Asp Gly Phe Lys Gly Glu Lys Gly Glu 
15 10 15 



20 



Cys Leu Arg Glu Ser Phe Glu Glu Ser Trp Thr Pro Asn Tyr Lys Gin 
20 25 30 

Cys Ser Trp Ser Ser Leu Asn Tyr Gly He Asp Leu Gly Lys He Ala 
35 40 45 



Glu Cys Thr Phe 
25 50 



30 



45 



(2) INFORMATION FOR SEQ ID NO: 638: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

35 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 638: 

Phe Thr Lys Met Arg Ser Asn Ser Ala Leu Arg Val Leu Phe Ser Gly 
1 5 ^* 10 15 

40 ser Leu Arg Leu Lys Cys Arg Asn Ala Cys Cys Gin Arg Trp Tyr Phe 
20 25 30 



Thr Phe Asn Gly Ala Glu Cys Ser Gly Pro Leu Pro He Glu Ala He 
35 40 45 

He Tyr Leu Asp Gin Gly Ser Pro Glu Met Asn Ser Thr He Asn He 
50 55 60 



His Arg 
50 65 



(2) INFORMATION FOR SEQ ID NO: 639: 

55 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

60 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 639: 
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Arg Thr Ser Ser Val GXu Gly Leu Cys Glu Gly lie Gly Ala Gly Leu 
15 10 15 

5 Val Asp Val Ala lie Trp Val Gly Thr Cys Ser Asp Tyr Pro Lys Gly 
20 25 30 



Asp Ala Ser Thr Gly Trp Asn Ser Val Ser Arg He He He Glu Glu 
35 40 45 



10 



15 



Leu Pro Lys 
50 



(2) INFORMATION FOR SEQ ID NO: 640: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LEbX3TH: 26 airdno acids 
20 (B) TYPE: aicdno acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 640: 

Thr Lys Lys Glu Asn Cys Arg Pro Ala Ser Leu Met Asn He Asp Thr 
25 1 5 10 15 



30 



Lys He Leu Asn Lys He Leu Met Asn Gin 
20 25 



(2) INFORMATION FOR SEQ ID NO: 641: 



(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 214 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 641: 

40 Met Cys Asn Leu Pro He Lys Val Val Cys Arg Ala Asn Ala Glu Tyr 
15 10 15 

Met Ser Pro Ser Gly Lys Val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 25 30 

45 

Val Ser Glu Leu Gly Pro He Val Gin Phe Val Lys Ala Lys Gly Hxs 
35 40 45 

Ser Leu Ser Asp Gly Leu Glu Glu Val Gin Lys Ala Glu Met Lys Ala 
50 50 55 60 

Tyr Met Glu Leu Val Asn Asn Met Leu Leu Thr Ala Glu Leu Tyr Leu 
65 70 75 80 

55 Gin Trp Cys Asp Glu Ala Thr Val Gly Xaa He Thr His Xaa Arg Tyr 
85 90 95 

Gly Ser Pro Tyr Pro Trp Pro Leu Xaa His He Leu Ala Tyr Gin Lys. 
100 105 110 

60 
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Gin Trp Glu Val Lys Arg Lys Xaa Lys Ala He Gly Trp Gly Lys Lys 
115 120 125 

Thr Leu Asp Gin Val Leu Glu Asp Val Asp Gin Cys Cys Gin Ala Leu 
5 130 135 140 

Ser Gin Arg Leu Gly Thr Gin Pro Tyr Phe Phe Asn Lys Gin Pro Thr 
145 150 155 160 

10 Glu Leu Asp Ala Leu Val Phe Gly His Leu Tyr Thr He Leu Thr Thr 
165 170 175 



15 



Gin Leu Thr Asn Asp Glu Leu Ser Glu Lys Val Lys Asn Tyr Ser Asn 
180 185 190 

Leu Leu Ala Phe Cys Arg Arg He Glu Gin His Tyr Phe Glu Asp Arg 
195 200 205 



Gly Lys Gly Arg Leu Ser 

20 210 



25 



40 



(2) INFORMATION FOR SEQ ID NO: 642: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 642: 

Met Cys Asn Leu Pro He Lys Val Val Cys Arg Ala Asn Ala Glu Tyr 
15 10 15 

35 Met Ser Pro Ser Gly Lys Val Pro Xaa Xaa His Val Gly Asn Gin Val 
20 25 30 



Val Ser Glu Leu Gly Pro lie Val Gin Phe Val Lys 
35 40 



(2) INFORMATION FOR SEQ ID NO: 643: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 643: 

Phe Val Lys Ala Lys Gly His Ser Leu Ser Asp Gly Leu Glu Glu Val 
1 5 . 10 15 

Gin Lys Ala Glu Met Lys Ala Tyr Met Glu Leu Val Asn Asn Met Leu 
55 20 25 30 

Leu Thr Ala Glu Leu Tyr Leu Gin Trp Cys Asp Glu 
35 40 

60 



45 



50 
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(2) INFORMATION FOR SEQ ID NO: 644: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 644: 

10 Leu Gin Trp Cys Asp Glu Ala Thr Val Gly Xaa He Thr His Xaa Arg 
1 5 10 

Tyr Gly Ser Pro Tyr Pro Trp Pro Leu Xaa His He Leu Ala Tyr Gin 
20 25 30 



15 



Lys Gin Trp Glu Val Lys Arg Lys Xaa Lys Ala He Gly Trp Gly Lys 
35 40 45 



Lys Thr Leu 

20 50 



25 



40 



(2) INFORMATION FOR SEQ ID NO: 645: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

30 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 645: 

ASP Gin val Leu Glu Asp Val Asp Gin Cys Cys Gin Ala Leu Ser Gin 
1 5 10 

35 Arg Leu Gly Thr Gin Pro Tyr Phe Phe Asn Lys Gin Pro Thr Glu Leu 
20 25 30 



Asp Ala Leu Val Phe Gly His Leu Tyr Thr He 
35 40 



(2) INFORMATION FOR SEQ ID NO: 646: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 41 amino acids 
' (B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 646: 

Leu Thr Thr Gin Leu Thr Asn Asp Glu Leu Ser Glu Lys Val Lys Asn 
1 5 10 15 

Tyr Ser Asn Leu Leu Ala Phe Cys Arg Arg He Glu Gin His Tyr Phe 
55 20 25 30 

Glu Asp Arg Gly Lys Gly Arg Leu Ser 
35 40 

60 
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(2) INFOBMATiai FOR SEQ ID NO: 647: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 70 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 647: 

10 Met xaa Xaa Xaa Asn Ser His He Thr lie Phe Thr Leu Asn Val Asn 



15 



25 



Gly Leu Asn Ala Pro Asn Glu Arg His Arg Leu Ala Asn Trp He Gin 
20 25 

ser Gla Asp Gin Val Cys Cys He Gin Glu Thr His Leu Thr Gly Arg 



35 



40 



35 

ASP Thr His Arg Leu Lys He Lys Gly Trp Arg Lys He TVr Gin Ala 
20 50 55 60 



Asn Gly Lys Gin Lys Lys 
65 70 



(2) INFORMATION FOR SEQ ID NO: 648: 



(i) SEQUENCE CHARACTERISTICS: 
2Q (A) LENGTH: 28 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
txi) SEQUENCE DESCRIPTION: SEQ ID NO: 648: 



Phe Thr Leu Asn Val Asn Gly Leu Asn Ala Pro Asn Glu Arg His Arg 
1 5 

Leu Ala Asn Trp He Gin slr Gin Asp Gin Val Cys 
20 25 



(2) INFORMATION FOR SEQ ID NO: 649: 

45 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 649: 



50 



55 



Thr His Leu Thr Gly Arg Asp Thr His Arg Leu Lys He Lys Gly Trp 



1 s ^0 



Arg 



(2) INFORMATION FOR SEQ ID NO: 650: 

60 
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10 



25 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 14 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 650: 

Gly Trp Arg Lys He Tyr Gin Ala Asn Gly Lys Gin Lys Lys 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 651: 



(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 

CD) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 651: 

20 He Tyr His Leu His Ser Trp He Phe Phe His Phe Lys Arg Ala Phe 
15 10 15 

Cys Met Cys Phe He Thr Met Lys Val He His Ala His Cys Ser Lys 
20 25 30 



Leu Arg Lys Cys Xaa Asn Ala Gin He Ser Val Phe Cys Thr Thr Leu 
35 40 45 



Thr Ala Ser Tyr Pro Thr 
30 50 



35 



(2) INFORMATION FOR SEQ ID NO: 652: 



Ci) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 23 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

40 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 652: 

He Tyr His Leu His Ser Trp He Phe Phe His Phe Lys Arg Ala Phe 
15 10 15 

45 Cys Met Cys Phe He Thr Met 
20 



50 (2) INFORMATION FOR SEQ ID NO: 653: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQKsTH: 31 amino acids 

(B) TYPE: amino acid 
55 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 653: 



60 



Lys Val He His Ala His Cys Ser Lys Leu Arg Lys Cys Xaa Asn Ala 
15 10 15 
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Gin lie Ser Val Phe Cys Thr Thr Leu Thr Ala Ser Tyr Pro Thr 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 654: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 

(B) TfPZ: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 654: 

Trp Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser lie Leu 
15 10 15 

Pro Gly Leu Val Leu Ala Ser Cys Asp Gly Pro Ser Xaa Ser Gin Ala 
20 25 30 

Pro Ser Pro Trp Leu Thr Pro Asp Pro Ala Ser Val Gin Val Arg Leu 
35 40 45 

Leu Trp Asp Val Leu Thr Pro Asp Pro Asn 
50 55 



(2) INFORMATION FOR SEQ ID NO: 655: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 54 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 655: 

Gin Arg Gly lie Tyr Arg Glu lie Leu Phe Leu Thr Met Ala Ala Leu 
15 10 15 

Gly Lys Asp His Val Asp lie Val Ala Phe Asp Lys Lys Tyr Lys Ser 
20 25 30 

Ala Phe Asn Lys Leu Ala Ser Ser Met Gly Lys Glu Glu Leu Arg His 
35 40 45 

Arg Arg Ala Gin Met Pro 
50 



(2) INFORMATION FOR SEQ ID NO: 656: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQTCTH: 23 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 656: 

Trp Asn Leu Leu Trp Tyr Phe Gin Arg Leu Arg Leu Pro Ser lie Leu 
15 10 15 
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Pro Gly Leu Val Leu Ala Ser 
20 



5 

(2) I^3F0RMATI0N FOR SEQ ID NO: 657: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 191 amino acids 
10 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»I: SEQ ID NO: 657: 

Glu Asp Asp Gly Phe Asn Arg Ser He His Glu Val He Leu Lys Asn 
15 1 5 10 15 

He Thr Trp Tyr Ser Glu Arg Val Leu Thr Glu He Ser Leu Gly Ser 
20 25 30 

20 Leu Leu He Leu Val Val He Arg Thr He Gin Tyr Asn Met Thr Arg 
35 40 45 

Thr . Arg Asp Lys Tyr Leu His Thr Asn Cys Leu Ala Ala Leu Ala Asn 
50 55 60 

25 

Met Ser Ala Gin Phe Arg Ser Leu His Gin Tyr Ala Ala Gin Arg He 
65 70 75 80 

He Ser Leu Phe Ser Leu Leu Ser Lys Lys His Asn Lys Val Leu Glu 
30 85 90 95 

Gin Ala Thr Gin Ser Leu Arg Gly Ser Leu Ser Ser Asn Asp- Val Pro 
100 105 110 

35 Leu Pro Asp Tyr Ala Gin Asp Leu Asn Val He Glu Glu Val He Arg 
115 120 125 

Met Met Leu Glu He He Asn Ser Cys Leu Thr Asn Ser Leu His His 
130 135 140 

40 

Asn Pro Asn Leu Val Tyr Ala Leu Leu Tyr Lys Arg Asp Leu Phe Glu 
145 150 155 160 

Gin Phe Arg Thr His Pro Ser Phe Gin Asp He Met Gin Asn He Asp 
45 165 170 175 

Leu Val He Ser Phe Phe Ser Ser Arg Leu Leu Gin Ala Gly Ser 
180 185 190 

50 

(2) INFORMATION FOR SEQ ID NO: 658: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 658: 

60 Glu Asp Asp Gly Phe Asn Arg Ser He His Glu Val He Leu Lys Asn 
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10 



15 



lie Thr Trp Tyr Ser Glu Arg Val Leu Thr Glu lie Ser Leu Gly Ser 
20 25 30 



Leu Leu lie Leu Val Val 
35 



10 

(2) INFORMATION FOR SEQ ID NO: 659: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 53 amino acids 
15 tB) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 659: 

Arg Thr lie Gin Tyr Asn Met Thr Arg Thr Arg Asp Lys Tyr Leu His 
20 1 5 10 15 

. Thr Asn Cys Leu Ala Ala Leu Ala Asn Met Ser Ala Gin Phe Arg Ser 
20 25 30 

25 Leu His Gin Tyr Ala Ala Gin Arg lie lie Ser Leu Phe Ser Leu Leu 
35 40 45 

Ser Lys Lys His Asn 
50 

30 



(2) INFORMATION FOR SEQ ID NO: 660: 

35 ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 660: 

40 

Ser Cys Leu Thr Asn Ser Leu His His Asn Pro Asn Leu Val Tyr Ala 
15 10 15 

Leu Leu Tyr Lys Arg Asp Leu Phe Glu Gin Phe Arg Thr His Pro Ser 
45 20 25 30 

Phe Gin Asp lie Met Gin Asn lie Asp Leu Val lie Ser Phe Phe Ser 
35 40 45 

50 Ser Arg Leu Leu Gin Ala Gly Ser 
50 55 



55 (2) INFORMATION FOR SEQ ID NO: 661: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQJGTH: 31 amino acids 

(B) TYPE: amino acid 
60 (D) TOPOLOGY: linear 
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(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 661: 

Lys Lys His Asn Lys Val Leu Glu Gin Ala Thr Gin Ser Leu Arg Gly 
15 10 15 

Ser Leu Ser Ser Asn Asp Val Pro Leu Pro Asp Tyr Ala Gin Asp 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 662: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 125 arrvino acids 
15 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 662: 

Met Ala Asp He Gin Thr Glu Arg Ala Tyr Gin Lys Gin Pro Thr He 
20 1 5 10 15 

Phe Gin Asn Lys Lys Arg Val Leu Leu Gly Glu Thr Gly Lys Glu Lys 
20 25 30 

25 Leu Pro Arg Val Thr Asn Lys Asn He Gly Leu Gly Phe Lys Asp Thr 
35 40 45 

Pro Arg Arg Leu Leu Arg Gly Thr Tyr He Asp Lys Lys Cys Pro Phe 
50 55 60 

30 

Thr Gly Asn Val Ser He Arg Gly Arg He Leu Ser Gly Val Val Thr 
65 70 75 80 

Gin Asp Glu Asp Ala Glu Asp His Cys His Pro Pro Arg Leu Ser Ala 
35 85 90 95 

Leu His Pro Gin Val Gin Pro Leu Arg Glu Ala Pro Gin Glu His Val 
100 " ' 105 110 

40 Cys Thr Pro Val Pro Leu Leu Gin Gly Arg Pro Asp Arg 
115 120 125 



45 (2) INFORMATION FOR SEQ ID NO: 663: 

(i) SEQUENCE CHARACTERISTICS: 

(A) L^JGTH: 79 amino acids 

(B) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 663: 

Met Lys Met Gin Arg Thr He Val He Arg Arg Asp Tyr Leu His Tyr 
15 10 15 

55 

He Arg Lys Tyr Asn Arg Phe Glu Lys Arg His Lys Asn Met Ser Val 
20 25 30 



60 



His Leu Ser Pro Cys Phe Arg Asp Val Gin He Gly Asp He Val Thr 
35 40 45 
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Vii Gly --lu Cys ?rz Leu Ser l:.-s Thr Val ij:? rr.= i-sr. Vil 
=: 55 50 

Z.'.s "al rnr Lvs Ala Ala Gly Thr Li.-s l:.-s 3lr. ?he C-lz lys 
c5 . 7: 75 



(2) riZFCrXATZO^J FOR SZZ ZD ^30: oci: 

(A) LS/STH: 3D arlr^ acids 
(3) ri?H: ar-'no acid 
. (Z) TCPCLCG*/: lir.ear 
{y±) SEQl-'^XZ rZSCPJIPTllJT: SZ; Z: NC: 65-;: 

Me- Ala .-^p He Gin Thr Glu Arr Ala T-.-t 3ln lys Glii ?r- Zle 
15 10 15 

Gin Asn lys Lys Ara Val Le. le-J Gly Glu Thr Gly Lys 
20 25 3: 




{A) Z^ElZTTr.: 58 anino acids 
(B) TYPE: anino acid 
(D) TCPClTGy: lir-sar 
(xi) SEQUr^TCZ CZSCP-PTIlJi : SE; H NC: €c5 : 

L-.'S L^-- ?r3 Arg '.al Thr Asr. Lys Am Tie Tly Leu Gly ?he Lj-s A^? 

15 i: 15 

Thjr Pro Arg Leu Leu ATg Gly Thr T-.-t lie L;." L:-- T-..-^ Pre 
20 15 3: 

?he Thr Gly Asn Val Ser He Arr Gly Arg He Leu Ser Gly V=l Val 
35 4; 4: 

Thr Gin Asp Glu As? Ala Glu Asp His O/s 
50 55 



(2) Z25FCrlCVnON zOK SEQ HJ NO: oc5: 

(A) LsNGTrl: 38 anino acids 

(B) TYPE: ariino acid 
(G) TOPGlC<r/: linear 

(xi) SEQUZ>3C=: DESCPJIPTITt:: SE^; ID NC: 6c5: 

Kis Cys His Pro Pro Arg Leu Ser Ala leu His Pre Gin Val Gin Pro 
1*5 10 15 



Leu Arg Glu Ala Pro Gin Glu His Val C/s Thr ?rc Val Prs Leu L^j 
20 25 31 
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Gin Gly Arg Pro Asp Arg 
35 



(2) INFORMATION FOR SEQ ID NO: 667: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 667: 

Met Lys Met Gin Arg Thr lie Val lie Arg Arg Asp Tyr Leu His Tyr 
1 5 . 10 15 

He Arg Lys Tyr Asn Arg Phe Glu Lys Arg His Lys Asn Met Ser Val 
20 25 30 

His Leu Ser Pro 
35 



(2) INFORMATION FOR SEQ ID NO: 668: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 668: 

Cys Phe Arg Asp Val Gin He Gly Asp He Val Thr Val Gly Glu Cys 
15 10 15 

Arg Pro Leu Ser Lys Thr Val Arg Phe Asn Val Leu Lys Val Thr Lys 
20 * 25 30 

Ala Ala Gly Thr Lys Lys Gin Phe Gin Lys Phe 
35 40 



(2) INFORMATION FOR SEQ ID NO: 669: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 669: 

Pro Arg Arg Leu Leu Arg Gly Thr Tyr He Asp Lys Lys Cys Pro Phe 
15 10 15 

Thr Gly Asn Val Ser He Arg Gly Arg He Leu Ser Gly Val Val Thr 
20 25 30 

Gin 
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(2) INFORMATION FOR SEQ ID NO: 670: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 670: 

lie Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 

Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 

Leu He Cys Lys Gly Thr He Glu Glu Arg He Leu Gin Arg Ala Lys 
35 40 45 

Glu Lys Ser Glu He Gin Arg Met Val He Ser Gly 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 671: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 67 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 671: 

Thr Arg Met He Asp Leu Leu Glu Glu Tyr Met Val Tyr Arg Lys His 
15 10 15 

Thr Tyr Xaa Arg Leu Asp Gly Ser Ser Lys He Ser Glu Arg Arg Asp 
20 ' 25 30 

Met Val Ala Asp Phe Gin Asn Arg Asn Asp He Phe Val Phe Leu Leu 
35 40 45 

Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Thr Ala Xaa Asp Thr 
50 55 60 

Val His Phe 
65 



(2) INFORMATION FOR SEQ ID NO: 672: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LENGTH: 32 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 672: 



He Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 
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Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 



10 (2) INFORMATION FOR SEQ ID NO: 673: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 31 amino acids 
{B) TYPE: amino acid 
15 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 673: 



20 



Val Tyr Arg Leu lie Cys Lys Gly Thr lie Glu Glu Arg lie Leu Gin 
15 10 15 

Arg Ala Lys Glu Lys Ser Glu lie Gin Arg Met Val lie Ser Gly 
20 25 30 



25 

(2) INFORMATION FOR SEQ ID NO: 674: 

ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 674: 

Thr Arg Met lie Asp Leu Leu Glu Glu Tyr Met Val Tyr Arg Lys His 
35 1 .5 10 15 

Thr Tyr Xaa Arg Leu Asp G^y Ser Ser Lys He Ser Glu Arg Arg Asp 
20 25 30 

40 Met 



45 (2) INFORMATION FOR SEQ ID NO: 675: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 38 amino acids 

(B) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 675: 

Arg Arg Asp Met Val Ala Asp Phe Gin Asn Arg Asn Asp He Phe Val 
15 10 15 

55 

Phe Leu Leu Ser Thr Arg Ala Gly Gly Leu Gly He Asn Leu Thr Ala 
20 25 30 

Xaa Asp Thr Val His Phe 
60 35 
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(2) INFORMATION FOR SEQ ID NO: 676: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 676: 

lie Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
1 5 10 15 

Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 

Leu lie Cys Lys Gly 
35 



(2) INFORMATION FOR SEQ ID NO: 677: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(Xi) SEQUENCE DESCRIPTION: SEQ ID NO: 677: 

He Phe Tyr Asp Ser Asp Trp Asn Pro Thr Val Asp Gin Gin Ala Met 
15 10 15 

Asp Arg Ala His Arg Leu Gly Gin Thr Lys Gin Val Thr Val Tyr Arg 
20 25 30 

Leu He Cys Lys Gly 
35 



(2) INFORMATION FOR SEQ ID NO: 678: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 678: 

Arg Leu He Cys Lys Gly Thr He Glu Glu Arg He Leu Gin Arg Ala 
15 10 15 

Lys Glu Lys Ser Glu He Gin Arg Met Val He Ser Gly 
20 25 



(2) INFORMATION FOR SEQ ID NO: 679: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 364 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SBQ ID NO: 679: 

Met Ser Leu His Gly Lys Arg Lys Glu He Tyr Lys Tyr Glu Ala Pro 
15 10 15 

Trp Thr Val Tyr Ala Met Asn Trp Ser Val Arg Pro Asp Lys Arg Phe 
20 25 , 30 

Arg Leu Ala Leu Gly Ser Phe Val Glu Glu Tyr Asn Asn Lys Val Gin 
35 40 45 

Leu Val Gly Leu Asp Glu Glu Ser Ser Glu Phe He Cys Arg Asn Thr 
50 55 60 

Phe Asp His Pro Tyr Pro Thr Thr Lys Leu Met Trp He Pro Asp Thr 
65 70 75 80 

Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu Arg 
85 90 95 

Val Trp Arg Val Gly Glu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
100 105 110 

Asn Asn Lys Asn Ser Asp Phe Cys Ala Pro Leu Thr Ser Phe Asp Trp 
115 120 125 

Asn Glu Val Asp Pro Tyr Leu Leu Gly Thr Ser Ser He Asp Thr Thr 
130 135 140 

Cys Thr He Trp Gly Leu Glu Thr Gly Gin Val Leu Gly Arg Val Asn 
145 150 155 160 

Leu Val Ser Gly His Val Lys Thr Gin Leu He Ala His Asp Lys Glu 
165 170 175 

Val Tyr Asp He Ala Phe Ser Arg Ala Gly Gly Gly Arg Asp Met Phe 
180 185 190 

Ala Ser Val Gly Ala Asp Gly Ser Val Arg Met Phe Asp Leu Arg His 
195 200 205 

Leu Glu His Ser Thr He He Tyr Glu Asp Pro Gin His His Pro Leu 
210 215 220 

Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr Leu Ala Thr Met 
225 230 235 240 

Ala Met Asp Gly Met Glu Val Val He Leu Asp Val Arg Val Pro Ala 
245 250 255 

His Leu Xaa Pro Gly Thr Thr He Glu His Val Ser Met Ala Leu Leu 
260 265 270 

Gly Pro His He His Pro Ala Thr Ser Ala Leu Gin Arg Met Thr Thr 
275 280 285 



Arg Leu Ser Ser Gly Thr Ser Ser Lys Cys Pro Glu Pro Leu Arg Thr 



wo 98/54963 



PCTAJS98/11422 



690 



290 295 300 

Leu Ser Trp Pro Thr Gin Leu Xaa Gly Glu He Asn Asn Val Gin Trp 
305 310 315 320 

5 

Ala Ser Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp 
325 330 335 

Arg Tyr Ser Glu Cys Ser Val Gly Gly Ala Val Pro Thr Arg Gin Gly 
10 340 345 350 

Leu Leu Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
355 360 

15 

(2) INFORMATION FOR SEQ ID NO: 680: 

(i) SEQUENCE CHARACTERISTICS: 
20 (A) LENGTH: 136 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 680: 

25 Met Ser Leu His Gly Lys Arg Lys Glu He Tyr Lys Tyr Glu Ala Pro 
15 10 15 

Trp Thr Val Tyr Ala Met Asn Trp Ser Val Arg Pro Asp Lys Arg Phe 
20 25 30 

30 

Arg Leu Ala Leu Gly Ser Phe Val Glu Glu Tyr Asn Asn Lys Val Gin 
35 40 45 

Leu Val Gly Leu Asp Glu Glu Ser Ser Glu Phe He Cys Arg Asn Thr 
35 50 55 60 

Phe Asp His Pro Tyr Pro Thr Thr Lys Leu Met Trp He Pro Asp Thr 
65 70 75 80 

40 Lys Gly Val Tyr Pro Asp Leu Leu Ala Thr Ser Gly Asp Tyr Leu Arg 
85 90 95 

Val Trp Arg Val Gly Glu Thr Glu Thr Arg Leu Glu Cys Leu Leu Asn 
100 105 110 

45 

Asn Asn Lys Asn Ser Asp Phe Cys Ala Pro Leu Thr Ser Phe Asp Trp 
115 120 125 

Asn Glu Val Asp Pro Tyr Leu Leu 
50 130 135 



55 



(2) INFORMATION FOR SEQ ID NO: 681: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 140 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

60 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 681: 
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Ser Phe Asp Trp Asn Glu Val Asp Pro Tyr Leu Leu Gly Thr Ser Ser 
15 10 15 

5 lie Asp Thr Thr Cys Thr He Trp Gly Leu Glu Thr Gly Gin Val Leu 
20 25 30 



10 



Gly Arg Val Asn Leu Val Ser Gly His Val Lys Thr Gin Leu lie Ala 
35 40 45 

His Asp Lys Glu Val Tyr Asp He Ala Phe Ser Arg Ala Gly Gly Gly 
50 55 60 



Arg Asp Met Phe Ala Ser Val Gly Ala Asp Gly Ser Val Arg Met Phe 
15 65 70 75 80 

Asp Leu Arg His Leu Glu His Ser Thr He He Tyr Glu Asp Pro Gin 
85 90 95 

20 His His Pro Leu Leu Arg Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr 

100 105 no 



25 



Leu Ala Thr Met Ala Met Asp Gly Met Glu Val Val He Leu Asp Val 
115 120 125 

Arg Val Pro Ala His Leu Xaa Pro Gly Thr Thr He 
130 135 140 



30 

(2) INFORMATION FOR SEQ ID NO: 682: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 170 amino acids 
35 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 682: 

Val Gly Ala Asp Gly Ser Val Arg Met Phe Asp Leu Arg His Leu Glu 
40 1 5 10 15 

His Ser Thr He He Tyr Glu Asp Pro Gin His His Pro Leu Leu Arg 
20 25 30 

45 Leu Cys Trp Asn Lys Gin Asp Pro Asn Tyr Leu Ala Thr Met Ala Met 
35 40 45 

Asp Gly Met Glu Val Val He Leu Asp Val Arg Val Pro Ala His Leu 
50 55 60 

50 

Xaa Pro Gly Thr Thr He Glu His Val Ser Met Ala Leu Leu Gly Pro 
65 70 75 80 

His He His Pro Ala Thr Ser Ala Leu Gin Arg Met Thr Thr Arg Leu 
55 85 90 95 

Ser Ser Gly Thr Ser Ser Lys Cys Pro Glu Pro Leu Arg Thr Leu Ser 
100 105 110 



60 



Trp Pro Thr Gin Leu Xaa Gly Glu He Asn Asn Val Gin Trp Ala Ser 
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115 120 125 

Thr Gin Pro Glu Leu Ser Pro Ser Ala Thr Thr Thr Ala Trp Arg Tyr 
130 135 140 

5 

Ser Glu Cys Ser Val Gly Gly Ala Val Pro Thr Arg Gin Gly Leu Leu 
145 150 155 160 

Tyr Phe Leu Pro Leu Pro His Pro Gin Ser 
10 165 170 



(2) INFORMATIC»I FOR SEQ ID NO: 683: 

15 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 285 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 683: 

Leu Tyr Ala Thr Ala Thr Val lie Ser Ser Pro Ser Thr Glu Xaa Leu 
15 10 15 

25 Ser Gin Asp Gin Gly Asp Arg Ala Ser Leu Asp Ala Ala Asp Ser Gly 
20 25 30 

Arg Gly Ser Trp Thr Ser Cys Ser Ser Gly Ser His Asp Asn lie Gin 
35 40 45 

30 

Thr lie Gin His Gin Arg Ser Trp Glu Thr Leu Pro Phe Gly His Thr 
50 55 60 

His Phe Asp Tyr Ser Gly Asp Pro Ala Gly Leu Trp Ala Ser Ser Ser 
35 65 70 75 80 

His Met Asp Gin lie Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
85 ' 90 95 

40 Gin Asn Gin Ser Arg Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
100 105 110 

Trp Ala Ser Ser Thr Gly Tyr Trp Gly Glu Asp Ser Glu Gly Asp Thr 
115 120 125 

45 

Gly Thr He Lys Arg Arg Gly Gly Lys Asp Val Ser He Glu Ala Glu 
130 135 140 

Ser Ser Ser Leu Thr Ser Val Thr Thr Glu Glu Thr Lys Pro Val Pro 
50 145 150 155 160 

Met Pro Ala His He Ala Val Ala Ser Ser Thr Thr Lys Gly Leu He 
165 170 175 

55 Ala Arg Lys Glu Gly Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly 
180 185 190 

Tyr He Gly He Pro He Thr Asp Phe Pro Glu Gly His Ser His Pro 
195 200 205 

60 
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Ala Arg Lys Pro Pro Asp Tyr Asn Val Ala Leu Gin Arg Ser Arg Met 
210 215 220 

Val Ala Arg Ser Ser Asp Thr Ala Gly Pro Ser Ser Val Gin Gin Pro 
5 225 230 235 240 

His Gly His Pro Thr Ser Ser Arg Pro Val Asn Lys Pro Gin Trp His 
245 250 255 

10 Lys Xaa Asn Glu Ser Asp Pro Arg Leu Ala Pro Tyr Gin Ser Gin Gly 
260 265 270 

Phe Ser Thr Glu Glu Asp Glu Asp Glu Gin Val Ser -Ala Val 
275 280 285 

15 



(2) INFORMATION FOR SEQ ID NO: 684: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 42 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 684: 



25 



35 



50 



His Met Asp Gin He Met Phe Ser Asp His Ser Thr Lys Tyr Asn Arg 
15 10 15 



Gin Asn Gin Ser Arg Glu Ser Leu Glu Gin Ala Gin Ser Arg Ala Ser 
30 20 25 30 



Trp Ala Ser Ser Thr Gly Tyr Trp Gly Glu 
35 40 



(2) INFORMATION FOR SEQ IQ .NO: 685: 



(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 51 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 685: 

45 Ser Val Thr Thr Glu Glu Thr Lys Pro Val Pro Met Pro Ala His He 
1 5 10 15 • 

Ala Val Ala Ser Ser Thr Thr Lys Gly Leu He Ala Arg Lys Glu Gly 
20 25 30 



Arg Tyr Arg Glu Pro Pro Pro Thr Pro Pro Gly Tyr He Gly He Pro 
35 40 45 



He Thr Asp 

55 50 



(2) INFORMATION FOR SEQ ID NO: 686: 

60 
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(A; LUTTTr,: 5" SHiino acids 
{Hi TYPE: anir.c acid 
iZ) TOPC'CG"/: linear 
(xi) SZZVi::CZ ZZ3C?S^ZZti: SEQ ID NO: 686: 

Val ^a. Leu Gin Arg Ssr Arg Ke- Val Ala Arg Ser Ser Asp Thr Ala 
15 10 15 

3ly Pro Ser Ser Val Glr. Gin Pro His Gly His Pro Thr Ser Ser Arg 
20 25 30 

Pro Val Asn Lys Pro Glr. Trp His Lys Xaa Asn Glu Ser Asp Pro Arg 
35 ' 4j 45 

Leu Ala Pro Tyr Gin Ser Gin Gly Phe 
50 55 



(2) X:trORr-!ATICN rCP. SEC NO: 687: 

(i) SEQUEITCE C-3k?ACTE?-3TICS: 

(A) LZNGn-:: 41 andno acids 

{ 3 ) TYPE : aninc ac id 

(D) TOPCICC/: linear 
(xi) SZQUr^TCE CZSCPJPTZCM: SEQ ID NO: 687: 

Cys Leu Leu Phe Val Phe Val Ser Leu Gly Met Arg Cys Leu Phe Trp 
15 10 15 

Thr He Val Tyr Asn Val Leu Ti.-r Leu Lys His Lys Cys Asn Thr Val 
20 25 30 

Le- Leu Cys Tyr His Leu Cys Ser lie 
35 ' 40 



(2) I>3t)F2^ATi:»I ?CR SEQ ID NC: 688: 

(i) SEQL^iCE CKPJtACTEFZSTICS: 

(A) LENGTH: 67 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SSQUENtS DESCRIPTIC»J: SEQ ID NO: 688: 

Ala Cys Ser Lys Leu lie Pro A-la Phe Glu Met Val Met Arg Ala Lys 
15 10 15 

Asp Asn Val Tyr His Leu Asp Cys Phe Ala Cys Gin Leu Cys Asn Gin 
20 25 . 30 

Arg Xaa Cys Val Gly As? Lys Phe Phe Leu Lys Asn Asn Xaa Xaa I*eu 
35 40 45 

Cys Gin Thr Asp Tyr Glu Glu Gly Leu Met Lys Glu Gly Tyr Ala Pro 
50 55 60 

Xaa Val Axg 
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65 



(2) INFORMATION FOR SEQ ID NO: 689: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 45 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 689: 

Ser Ala Leu Ser Glu Pro Gly Ala Pro Asp Arg Arg Arg Pro Cys Pro 
15 10 15 

Glu Ser Val Pro Arg Arg Pro Asp Asp Glu Gin Trp Pro Pro Pro Thr 
20 25 30 

Ala Leu Cys Leu Asp Val Ala Pro Leu Pro Pro Ser Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 690: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 690: 

Pro Val Gly Tyr Leu Asp Lys Gin Val Pro Asp Thr Ser Val Gin Glu 
15 10 15 

Thr Asp Arg He Leu Val Glu Lys Arg Cys Trp Asp He Ala Leu Gly 
20 25 30 

Pro Leu Lys Gin He Pro Met Asn Leu Phe He 
35 40 



(2) INFORMATION FOR SEQ ID NO: 691: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 214 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 691: 

Ala His Ala Ser Glu Ser Gly Glu Arg Trp Trp Ala C^s Cys Gly Val 
15 10 15 

Arg Phe Gly Leu Arg Ser He Glu Ala He Gly Arg Ser Cys Cys His 
20 25 30 

Asp Gly Pro Gly Gly Leu Val Ala Asn Arg Gly Arg Arg Phe Lys Trp 
35 40 45 

Ala He Glu Leu Ser Gly Pro Gly Gly Gly Ser Arg Gly Arg Ser Asp 



wo 98/54963 



696 



50 55 60 

Arg Gly Ser Gly Gin Gly Asp Ser Leu Tyr Pro Val Gly Tyr Leu Asp 
65 70 75 80 

Lys Gin Val Pro Asp Thr Ser Val Gin Glu Thr Asp Arg lie Leu Val 
85 90 95 

Glu Lys Arg Cys Trp Asp He Ala Leu Gly Pro Leu Lys Gin He Pro 
100 105 110 

Met Asn Leu Phe He Met Tyr Met Ala Gly Asn Thr He Ser He Phe 
115 120 125 

Pro Thr Met Met Val Cys Met Met Ala Trp Arg Pro He Gin Ala Leu 
130 135 140 

Met Ala He Ser Ala Thr Phe Lys Met Leu Glu Ser Ser Ser Gin Lys 
145 150 155 160 

Phe Leu Gin Gly Leu Val Tyr Leu He Gly Asn Leu Met Gly Leu Ala 
165 170 175 

Leu Ala Val Tyr Lys Cys Gin Ser Met Gly Leu Leu Pro Thr His Ala 
180 185 190 

Ser Asp Trp Leu Ala Phe He Glu Pro Pro Glu Arg Met Glu Phe Ser 
195 200 205 

Gly Gly Gly Leu Leu Leu 
210 



(2) INFORMATION FOR SEQ ID ^F0: 692: 

(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 46 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 692: 

Ala Thr Phe Lys Met Leu Glu Ser Ser Ser Gin Lys Phe Leu Gin Gly 
15 10 15 

Leu Val Tyr Leu He Gly Asn Leu Met Gly Leu Ala Leu Ala Val Tyr 
20 25 30 

Lys Cys Gin Ser Met Gly Leu Leu Pro Thr His Ala Ser Asp 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 693: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 693: 
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Pro Val Gly Tyr Leu Asp Lys Gin Val Pro Asp Thr Ser Val Gin Glu 
15 10 15 

Thr Asp Arg He Leu Val Glu Lys Arg Cys Trp Asp He Ala Leu Gly 
20 25 30 

Pro Leu Lys Gin He Pro Met Asn Leu Phe He 
35 40 



(2) INFORMATION FOR SEQ ID NO: 694: 

{i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 694: 



Pro Thr Thr Lys Leu Asp He Met Glu Lys Lys Lys His He Gin He 
15 10 15 

Arg Phe Pro Ser Phe Tyr His Lys Leu Val Asp Ser Gly Arg Met Arg 
20 25 30 

Ser Lys Arg Glu Thr Arg Arg Glu Asp Ser Asp Thr Lys His Asn Leu 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 695: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 167 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 695: 

Thr Glu His He He Ala Val Met He Thr Glu Leu Arg Gly Lys Asp 
15 10 15 

He Leu Ser Tyr Leu Glu Lys Asn He Ser Val Gin Met Thr He Ala 
20 25 30 

Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser Arg Gly Ser Leu Val 
35 40 45 

Phe Val Ser He Ser Phe He Val Leu Met He He Ser Ser Ala Trp 
50 55 60 

Leu He Phe Tyr Phe He Gin Lys He Arg Tyr Thr Asn Ala Arg Asp 
65 70 75 80 

Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala He Ser Lys 
85 90 95 
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Leu Thr Thr Arg Thr Val Lys Lys Gly Asp Lys Glu Thr Asp Pro Asp 
100 105 110 

Phe Asp His Cys Ala Val Cys He Glu Ser Tyr Lys Gin Asn Asp Val 
5 115 120 125 

Val Arg He Leu Pro Cys Lys His Val Phe His Lys Ser Cys Val Asp 
130 135 140 

10 Pro Trp Leu Ser Glu His Cys Thr Cys Pro Met Cys Lys Leu Asn He 
145 150 155 160 

Leu Lys Ala Leu Gly He Val 
165 

15 



(2) INFORMATION FOR SEQ ID NO: 696: 

*20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 276 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 696: 

25 

Met Thr His Pro Gly Thr Glu His He He Ala Val Met He Thr Glu 
15 10 15 

Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Glu Lys Asn He Ser Val 
30 20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 

35 Arg Gly Ser Leu Val Phe Val Ser He Ser Phe He Val Leu Met He 
50 55 60 

He Ser Ser Ala Trp Leu lie Phe Tyr Phe He Gin Lys He Arg Tyr 
65 70 75 80 

40 

Thr Asn Ala Arg Asp Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys 
85 90 95 

Lys Ala He Ser Lys Leu Thr Thr Arg Thr Val Lys Lys Gly Asp Lys 
45 100 105 110 

Glu Thr Asp Pro Asp Phe Asp His Cys Ala Val Cys He Glu Ser Tyr 
115 120 125 

50 Lys Gin Asn Asp Val Val Arg He Leu Pro Cys Lys His Val Phe His 
130 135 140 

Lys Ser Cys Val Asp Pro Trp Leu Ser Glu His Cys Thr Cys Pro Met 
145 150 155 160 

55 

Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro Asn Leu Pro 
165 170 175 



60 



Cys Thr Asp Asn Val Ala Phe Asp Met 
180 185 



Glu Arg Leu Thr Arg Thr Gin 
190 
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Ala Val Asn Arg Arg Ser Ala Leu Gly Asp Leu Ala Gly Asp Asn Ser 
195 200 205 

Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly He Ser Pro Leu Pro Gin 
210 215 220 

Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu He Asn He Ala Val Thr 
225 230 235 240 

Lys Glu Trp Phe He He Ala Ser Phe Gly Leu Leu Ser Ala Leu Thr 
245 250 255 

Leu Cys Tyr Met He He Arg Ala Thr Ala Ser Leu Asn Ala Asn Glu 
260 265 270 

Val Glu Trp Phe 
275 



(2) INFORMATI<»I FOR SEQ ID NO: 697: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 69 amino acids 

(B) TYPE: aniino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 697: 

Thr Glu His He He Ala Val Met He Thr Glu Leu Arg Gly Lys Asp 
15 10 15 

He Leu Ser Tyr Leu Glu Lys Asn He Ser Val Gin Met Thr He Ala 
20 25 30 

Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser Arg Gly Ser Leu Val 
35 40 45 

Phe Val Ser He Ser Phe He Val Leu Met He He Ser Ser Ala Trp 
50 55 60 

Leu He Phe Tyr Phe 
65 



(2) INFORMATION FOR SEQ ID NO: 698: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 58 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 698: 

Ser He Ser Phe He Val Leu Met He He Ser Ser Ala Trp Leu He 
15 10 15 



Phe Tyr Phe He Gin Lys He Arg Tyr Thr Asn Ala Arg Asp Arg Asn 
20 25 30 
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Gin Arg Arg Leu Gly Asp Ala Ala Lys Lys Ala lie Ser Lys Leu Thr 
35 40 45 

Thr Arg Thr Val Lys Lys Gly Asp Lys Glu 
50 55 



(2) INFORMATION FOR SEQ ID NO: 699: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 66 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 699: 

Val Lys Lys Gly Asp Lys Glu Thr Asp Pro Asp Phe Asp His Cys'Ala 
15 10 15 

Val Cys lie Glu Ser Tyr Lys Gin Asn Asp Val Val Arg lie Leu Pro 
20 25 30 

Cys Lys His Val Phe His Lys Ser Cys Val Asp Pro Trp Leu Ser Glu 
35 40 45 

His Cys Thr Cys Pro Met Cys Lys Leu Asn lie Leu Lys Ala Leu Gly 
50 55 60 

He Val 
65 



(2) INFORMATION FOR SEQ ID NO: 700: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH:^ 106 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 700: 

Met Thr His Pro Gly Thr Glu His He He Ala Val Met He Thr Glu 
15 10 15 

Leu Arg Gly Lys Asp He Leu Ser Tyr Leu Glu Lys Asn He Ser Val 
20 25 30 

Gin Met Thr He Ala Val Gly Thr Arg Met Pro Pro Lys Asn Phe Ser 
35 40 45 

Arg Gly Ser Leu Val Phe Val Ser He Ser Phe He Val Leu Met He 
50 55 60 

He Ser Ser Ala Trp Leu He Phe Tyr Phe He Gin Lys He Arg Tyr 
65 70 75 80 

Thr Asn Ala Arg Asp Arg Asn Gin Arg Arg Leu Gly Asp Ala Ala Lys 
85 90 95 

Lys Ala He Ser Lys Leu Thr Thr Arg Thr 
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100 105 



5 (2) ItaFORMATION FOR SEQ ID NO: 701: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 84 amino acids 

(B) TYPE: amino acid 
10 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICHJ : SEQ ID NO: 701: 



15 



Ala Ala Lys Lys Ala lie Ser Lys Leu Thr Thr Arg Thr Val Lys Lys 

15 10 15 

Gly Asp Lys Glu Thr Asp Pro Asp Phe Asp His Cys Ala Val Cys lie 
20 25 30 



Glu Ser Tyr Lys Gin Asn Asp Val Val Arg lie Leu Pro Cys Lys His 
20 35 40 45 

Val Phe His Lys Ser Cys Val Asp Pro Trp Leu Ser Glu His Cys Thr 
50 55 60 

25 Cys Pro Met Cys Lys Leu Asn lie Leu Lys Ala Leu Gly lie Val Pro 
65 70 75 80 

Asn Leu Pro Cys 

30 



C2) INFORMATION FOR SEQ ID NO: 702: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 86 amino acids 

(B) TYPE: ajiiino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 702: 

40 

Thr Gin Ala Val Asn Arg Arg Ser Ala Leu Gly Asp Leu Ala Gly Asp 
1 5 10 15 

Asn Ser Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly He Ser Pro Leu 
45 20 25 30 

Pro Gin Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu He Asn He Ala 
35 40 45 

50 Val Thr Lys Glu Trp Phe He He Ala Ser Phe Gly Leu Leu Ser Ala 
50 55 60 

Leu Thr Leu Cys Tyr Met He He Arg Ala Thr Ala Ser Leu Asn Ala 
65 70 75 80 

55 

Asn Glu Val Glu Trp Phe 
85 



60 
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(A) LZ:33TH: 34- snir.c acids 
(3) TYTZ : £tnir.3 acid 

SZCuc:3CE ^HSCP-mCi:: SZQ — ::C: 703: 

?r3 His Giy Val Ala Asp His Leu 3ly C-/3 Asp Pro Gin Thr Arg 

15 i: 15 

rl-.e Va- Pro Pro Asn He lys Glr. Trp He Ala Leu Leu Gin Arg 
2: * 25 30 

:-:y .^-=7. Cys Thr Phe Lys Glu Lys He Ser Arr Ala Ala Phe His Asn 
35 * 40 45 

Ala Val Ala Val Val He Tyr Asn Asn Lys Ser Lys Glu Glu Pro Val 
5: 55 50 

rnr Ker Thr His Pro Gly Tr^r C-lu His He He Ala Val Met He Thr 
zS TO 75 80 

r-lu l.e- Arg Gly Lys Asp He Leu Ser Tyr L^u Glu Lys Asn He Ser 
35 3: 95 

Val sir. Me- Thr He Ala Val Zly Thr Arg Xe* Pro Pro Lys Asn Phe 
100 105 110 

Ser Arg Gly Ser Lsu Val Phe Val Ser He Ser Phe He Val Leu Met 
115 120 125 

He He Ser Ser Ala Trp Leu He Phe Tyr Phe He Gin Lys He Arg 
131 135 140 

Tyr rh_r Asr. Ala Arg Asp Arg Asn Glr. Arg Ar? Leu Gly Asp Ala Ala 
145 lEO 1=5 160 

Lv3 Lys Ala He Ser Lys L^u Thr Thr Arg Thr Val Lys Lys Gly Asp 
155 it; 175 

Lys Glu Thjr Asp Pro Asp Phe Asp His Cys Ala Val Cys He Glu Ser 
180 185 190 

Tyr Lys Gin Asn Asp Val Val Arg He Leu Pro Cys Lys His Val Phe 
155 200 205 

His Lys Ser Cys Val Asp Pro Trp Lej Ser Glu His Cys Thr Cys Pro 
210 215 220 

Met Cys Lys Leu Asn He Leu Lys Ala Leu Gly He Val Pro Asn Leu 
225 " 230 235 240 

Pro Cys Thr Asp Asn Val Ala Phe Asp Hez Glu Arg Leu Thr Arg Thr 
245 250 255 

Gin Ala Val Asn Arg Arg Ser Ala Lei Gly Asp Leu Ala Gly Asp Asn 
260 265 270 



Ser Leu Gly Leu Glu Pro Leu Arg Thr Ser Gly He Ser Pro Leu Pro 
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275 280 285 

Gin Asp Gly Glu Leu Thr Pro Arg Thr Gly Glu He Asn He Ala Val 
290 295 300 

Thr Lys Glu Trp Phe He He Ala Ser Phe Gly Leu Leu Ser Ala Leu 
305 310 315 320 

Thr Leu Cys Tyr Met He He Arg Ala Thr Ala Ser Leu Asn Ala Asn 
325 330 335 

Glu Val Glu Trp Phe 
340 



(2) INFORMATION FOR SEQ ID NO: 704: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 60 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 704: 

His Gly Val Ala Asp His Leu Gly Cys Asp Pro Gin Thr Arg Phe Phe 
15 10 15 

Val Pro Pro Asn He Lys Gin Trp He Ala Leu Leu Gin Arg Gly Asn 
20 25 30 

Cys Thr Phe Lys Glu Lys He Ser Arg Ala Ala Phe His Asn Ala Val 
35 40 45 

Ala Val Val He Tyr Asn Asn Lys Ser Lys Glu Glu 
50 55 60 



(2) INFORMATION FOR SEQ ID NO: 705: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 314 amino acids 

(B) TYPE: amino acid 
<D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 705: 

Met Ser Gly Gin Gly Leu Ala Gly Phe Phe Ala Ser Val Ala Met He 
15 10 15 

Cys Ala He Ala Ser Gly Ser Glu Leu Ser Glu Ser Ala Phe Gly Tyr 
20 25 30 

Phe He Thr Ala Cys Ala Val He He Leu Thr He He Cys Tyr Leu 
35 40 45 

Gly Leu Pro Arg Leu Glu Phe Tyr Arg Tyr Tyr Gin Gin Leu Lys Leu 
50 55 60 

Glu Gly Pro Gly Glu Gin Glu Thr Lys Leu Asp Leu He Ser Lys Gly 
65 70 75 80 
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10 



Glu Glu Pro Arg Ala Gly Lys Glu Glu Ser Gly Val Ser Val Ser Asn 
85 90 95 

Ser Gin Pro Thr Asn Glu Ser His Ser lie Lys Ala lie Leu Lys Asn 
100 105 110 

He Ser Val Leu Ala Phe Ser Val Cys Phe He Phe Thr He Thr He 
115 120 125 

Gly Met Phe Pro Ala Val Thr Val Glu Val Lys Ser Ser He Ala Gly 
130 135 140 



Ser Ser Thr Trp Glu Arg Tyr Phe He Pro Val Ser Cys Phe Leu Thr 
15 145 150 155 160 



20 



Phe Asn He Phe Asp Trp Leu Gly Arg Ser Leu Thr Ala Val Phe Met 
165 170 175 

Trp Pro Gly Lys Asp Ser Arg Trp Leu Pro Ser Trp Xaa Leu Ala Arg 
180 185 190 



25 



Leu Val Phe Val Pro Leu Leu Leu Leu Cys Asn He Lys Pro Arg Arg 
195 200 205 

Tyr Leu Thr Val Val Phe Glu His Asp Ala Trp Phe He Phe Phe Met 
210 215 220 



Ala Ala Phe Ala Phe Ser Asn Gly Tyr Leu Ala Ser Leu Cys Met Cys 
30 225 230 235 . 240 



35 



Phe Gly Pro Lys Lys Val Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
245 250 255 

Ser Trp Pro Ser Ser Cys Val Trp Val Trp His Trp Gly Leu Phe Ser 
260 265 270 



40 



Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thr Glu Gly Leu 
275 280 285 

Pro Ala Ser Leu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Arg Gly 
290 295 300 



Asp Pro Glu Trp Ser Gly Gly Phe Phe Phe 
45 305 310 



(2) INFORMATION FOR SEQ ID NO: 706: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 106 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 706: 

Met Ser Gly Gin Gly Leu Ala Gly Phe Phe Ala Ser Val Ala Met He 
1 5 10 15 . 



60 Cys Ala He Ala Ser Gly Ser Glu Leu Ser Glu Ser Ala Phe Gly Tyr 
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20 



25 



30 



Phe lie Thr Ala Cys Ala Val lie lie Leu Thr He He Cys Tyr Leu 
35 40 45 

5 

Gly Leu Pro Arg Leu Glu Phe Tyr Arg Tyr Tyr Gin Gin Leu Lys Leu 
50 55 60 

Glu Gly Pro Gly Glu Gin Glu Thr Lys Leu Asp Leu lie Ser Lys Gly 
10 65 70 75 80 

Glu Glu Pro Arg Ala Gly Lys Glu Glu Ser Gly Val Ser Val Ser Asn 
85 90 95 



15 Ser Gin Pro Thr Asn Glu Ser His Ser He 
100 105 



20 (2) INFORMATION FOR SEQ ID NO: 707: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LH<IGTH: 81 amino acids 

(B) TYPE: amino acid 
25 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 707: 

Ser Gly Val Ser Val Ser Asn Ser Gin Pro Thr Asn Glu Ser His Ser 
15 10 15 

30 

He Lys Ala He Leu Lys Asn He Ser Val Leu Ala Phe Ser. Val Cys 
20 25 30 

Phe He Phe Thr He Thr He Gly Met Phe Pro Ala Val Thr Val Glu 
35 35 40 45 

Val Lys Ser Ser He Ala Gly Ser Ser Thr Trp Glu Arg Tyr Phe He 
50 55 60 

40 Pro Val Ser Cys Phe Leu Thr Phe Asn He Phe Asp Trp Leu Gly Arg 
65 70 75 80 

Ser 

45 



(2) INFORMATION FOR SEQ ID NO: 708: 

50 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 92 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 708: 

Thr He Gly Met Phe Pro Ala Val Thr Val Glu Val Lys Ser Ser He 
15 10 15 



Ala Gly Ser Ser Thr Trp Glu Arg Tyr Phe He Pro Val Ser Cys Phe 
60 20 25 30 
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Leu Thr Phe Asn He Phe Asp Trp Leu Gly Arg Ser Leu Thr Ala Val 

35 40 45 

5 Phe Met Trp Pro Gly Lys Asp Ser Arg Trp Leu Pro Ser Trp Xaa Leu 
50 55 60 



10 



15 



Ala Arg Leu Val Phe Val Pro Leu Leu Leu Leu Cys Asn lie Lys Pro 
65 70 75 80 

Arg Arg Tyr Leu Thr Val Val Phe Glu His Asp Ala 
85 90 



(2) INFORMATION FOR SEQ ID NO: 709: 



(i) SEQUENCE CHARACTERISTICS: 

{A) LENGTH: 74 amino acids 
20 (B) TYPE: amino acid 

{D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 709: 

Phe Gly Pro Lys Lys Val Lys Pro Ala Glu Ala Glu Thr Ala Glu Pro 
25 1 5 10 15 

Ser Trp Pro Ser Ser Cys Val Trp Val Trp His Trp Gly Leu Phe Ser 
20 25 30 

30 Pro Ser Cys Ser Gly Gin Leu Cys Asp Lys Gly Trp Thr Glu Gly Leu 
35 40 45 



35 



40 



Pro Ala Ser Leu Pro Val Cys Leu Leu Pro Leu Pro Ser Ala Arg Gly 
50 55 60 

Asp Pro Glu Trp Ser Gly Gly Phe Phe Phe 
65 70 * ■ 



(2) INFORMATION FOR SEQ ID NO: 710: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 135 amino acids 
45 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 710: 

Asp Asp Asp Gly Phe Glu lie Val Pro He Glu Asp Pro Ala Lys His 
50 1 5 10 15 

Arg He Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val He Ala Ser 
20 25 30 

55 Ser Lys Lys Ala Lys Arg Asp Leu He Asp Asn Ser Phe Asn Arg Tyr 
35 40 45 

Thr Phe Asn Glu Asp Glu Gly Glu Leu Pro Glu Trp Phe Val Gin Glu 
50 55 60 

60 
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Glu Lys Gin His Arg lie Arg Gin Leu Pro Val Gly Lys Lys Glu Val 
65 70 75 80 

Glu His Tyr Arg Lys Arg Trp Arg Glu lie Asn Ala Arg Pro lie Xaa 
85 90 95 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa 
100 105 110 

Leu Glu Gin Thr Arg Lys Lys Ala Glu Ala Val Val Asn Thr Val Asp 
115 120 125 

lie Xaa Arg Thr Arg Glu Ser 
130 135 



(2) INFORMATION FOR SEQ ID NO: 711: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 50 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 711: 

Asp Asp Asp Gly Phe Glu He Val Pro He Glu Asp Pro Ala Lys His 
15 10 15 

Arg He Leu Asp Pro Glu Gly Leu Ala Leu Gly Ala Val He Ala Ser 
20 25 30 

Ser Lys Lys Ala Lys Arg Asp Leu He Asp Asn Ser Phe Asn Arg Tyr 
35 40 45 

Thr Phe 
50 



(2) INFORMATION FOR SEQ ID NO: '712: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LE^X3TH: 51 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»4: SEQ ID NO: 712: 

Lys Arg Trp Arg Glu He Asn Ala Arg Pro He Xaa Xaa Xaa Xaa Xaa 
15 10 15 

Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Xaa Leu Glu Gin Thr 
20 25 30 

Arg Lys Lys Ala Glu Ala Val Val Asn Thr Val Asp He Xaa Arg Thr 
35 40 45 

Arg Glu Ser 
50 
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(2) INFORMATIOiN FOR SEQ ID NO: 713: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LEE^GTH: 216 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 713: 

10 Met lie Lys Asp Lys Gly Arg Ala Arg Thr Ala Leu Thr Ser Ser Gin 
15 10 15 

Pro Ala His Leu Cys Pro Glu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 25 30 

15 

Val Lys Glu Lys Lys Arg Asn Lys Lys Lys Lys Thr lie Gly Ser Pro 
35 40 45 

Lys Arg He Gin Ser Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
20 50 55 60 

Lys Thr Leu Pro Gly Ala Cys Gly Ser Pro Gin Lys Leu He Asp Gly 
65 70 75 80 

25 Phe Leu Lys His Glu Gly Pro Pro Ala Glu Lys Pro Leu Glu Glu Leu 
85 90 95 

Ser Ala Ser Thr Ser Gly Val Pro Gly Leu Ser Ser Leu Gin Ser Asp 
100 105 110 

30 

Pro Ala Gly Cys Val Arg Pro Pro Ala Pro Asn Leu Ala Gly Ala Val 
115 120 125 

Glu Phe Asn Asp Val Lys Thr Leu Leu Arg Glu Trp He Thr Thr He 
35 130 135 140 

Ser Asp Pro Met Glu Glu Asp He Leu Gin Val Val Lys Tyr Cys Thr 
145 150 " 155 160 

40 Asp Leu He Glu Glu Lys Asp Leu Glu Lys Leu Asp Leu Val He Lys 
165 170 175 

Tyr Met Lys Arg Leu Met Gin Gin Ser Val Glu Ser Val Trp Asn Met 
180 185 190 

45 

Ala Phe Asp Phe He Leu Asp Asn Val Gin Val Val Leu Gin Gin Thr 
195 200 205 

Tyr Gly Ser Thr Leu Lys Val Thr 
50 210 215 



(2) INFORMATION FOR SEQ ID NO: 714: 

55 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 52 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

60 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 714: 
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Met He Lys Asp Lys Gly Arg Ala Arg Thr Ala Leu Thr Ser Ser Gin 
15 10 15 

5 Pro Ala His Leu Cys Pro Glu Asn Pro Leu Leu His Leu Lys Ala Ala 
20 25 30 



10 



15 



Val Lys Glu Lys Lys Arg Asn Lys Lys Lys Lys Thr He Gly Ser Pro 
35 40 45 

Lys Arg He Gin 
50 



(2) INFORMATION FOR SEQ ID NO: 715: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 100 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 715: 

Lys Arg He Gin Ser Pro Leu Asn Asn Lys Leu Leu Asn Ser Pro Ala 
25 1 5 10 15 

Lys Thr Leu Pro Gly Ala Cys Gly Ser Pro Gin Lys Leu He Asp Gly 
20 25 30 

30 Phe Leu Lys His Glu Gly Pro Pro Ala Glu Lys Pro Leu Glu Glu Leu 
35 40 45 



35 



Ser Ala Ser Thr Ser Gly Val Pro Gly Leu Ser Ser Leu Gin Ser Asp 
50 55 60 

Pro Ala Gly Cys Val Arg Pro Pro Ala Pro Asn Leu Ala Gly Ala Val 
65 70 75 80 



Glu Phe Asn Asp Val Lys Thr Leu Leu Arg Glu Trp He Thr Thr He 
40 85 90 95 



45 



Ser Asp Pro Met 
100 



(2) INFORMATION FOR SEQ ID NO: 716: 



(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 74 amino acids 

(B) TYPE: amino cicid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 716: 

55 Thr He Ser Asp Pro Met Glu Glu Asp He Leu Gin Val Val Lys Tyr 
15 10 15 

Cys Thr Asp Leu He Glu Glu Lys Asp Leu Glu Lys Leu Asp Leu Val 
20 25 30 

60 
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25 



35 



40 



45 



710 



He Lys Tyr Met Lys Arg Leu Met Gin Gin Ser Val Glu Ser Val Trp 
35 40 45 

Asn Met Ala Phe Asp Phe He Leu Asp Asn Val Gin Val Val Leu Gin 
50 55 60 

Gin Thr Tyr Gly Ser Thr Leu Lys Val Thr 
65 70 



(2) INFORMATION FOR SEQ ID NO: 717: 



(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»J : SEQ ID NO: 717: 

20 Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Met Asn Cys 
15 10 15 



Glu Pro 



(2) INFORMATION FOR SEQ ID NO: 718: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 718: 



Phe Cys His Asp Cys Lys Phe Pro Glu Ala Ser Pro Ala Met Asn Cys 
15 10 15 

Glu Pro 



(2) INFORMATION FOR SEQ ID NO: 719: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

50 txi) SEQUENCE DESCRIPTION: SEQ ID NO: 719: 

Pro Gin Pro Ser Asn Phe Pro Thr Thr Val Arg Asn Leu Pro Tyr Ser 
15 10 15 

55 Gly Ala Gly Ala Gin Pro Pro Pro Ser Asn Cys 
20 25 



60 (2) INFORMATION FOR SEQ ID NO: 720: 
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(i) SEQUENCE CHAjRACTERISTICS : 

(A) LENGTH: 134 amino acids 

(B) TYPE: amino acid 
5 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 720: 

Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly lie 
15 10 15 

10 

Phe Leu lie Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
15 35 40 45 

Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
50 55 60 

20 Ser Ala Pro Ala Cys His Ala Ser Asp Thr His Leu Leu Tyr Pro Ser 
65 70 75 80 

Thr Arg Ala Leu Cys Pro Ser lie Phe Ala Trp Leu Val Ala Pro His 
85 90 95 

25 

Ser Val Phe Arg Thr Asn Ala Pro Gly Pro Thr Pro Ser Ser Gin Ser 
100 105 110 

Ser Pro Val Phe Pro Val Phe Pro Val Ser Phe Met Ala Leu lie Val 
30 115 120 125 

Cys Xaa Leu Val Cys Cys 
130 

35 

(2) INFORMATION FOR SEQ ID NO: 721: 

ti) SEQUENCE CHARACTERISTICS: 
40 <A) LENGTH: 71 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 721: 

45 Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly lie 
15 10 15 

Phe Leu lie Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

50 

Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
35 40 45 

Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
55 50 55 60 

Ser Ala Pro Ala Cys His Ala 
65 70 



60 
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(2) INFORMATION FOR SEQ ID NO: 722: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 46 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 722: 

10 Phe Ala Trp Leu Val Ala Pro His Ser Val Phe Arg Thr Asn Ala Pro 
15 10 15 



15 



Gly Pro Thr Pro Ser Ser Gin Ser Ser Pro Val Phe Pro Val Phe Pro 
20 25 30 

Val Ser Phe Met Ala Leu He Val Cys Xaa Leu Val Cys Cys 
35 40 45 



20 

(2) INFORMATION FOR SEQ ID NO: 723: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 134 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 723: 

Met Ala Ser Ser Val Pro Ala Gly Gly His Thr Arg Ala Gly Gly He 
30 1 5 10 15 

Phe Leu He Gly Lys Leu Asp Leu Glu Ala Ser Leu Phe Lys Ser Phe 
20 25 30 

35 Gin Trp Leu Pro Phe Val Leu Arg Lys Lys Cys Asn Phe Phe Cys Trp 
35 40 45 

Asp Ser Ser Ala His Ser Leu Pro Leu His Pro Leu Ser Ala Ser Cys 
50 55 60 

40 

Ser Ala Pro Ala Cys His Ala Ser Asp Thr His Leu Leu Tyr Pro Ser 
65 70 75 80 

Thr Arg Ala Leu Cys Pro Ser He Phe Ala Trp Leu Val Ala Pro His 
45 85 90 95 

Ser Val Phe Arg Thr Asn Ala Pro Gly Pro Thr Pro Ser Ser Gin Ser 
100 105 110 

50 Ser Pro Val Phe Pro Val Phe Pro Val Ser Phe Met Ala Leu He Val 
115 120 125 

Cys Xaa Leu Val Cys Cys 
130 

55 



60 



(2) INFORMATION FOR SEQ ID NO: 724: 
(i) SEQUENCE CHARACTERISTICS: 
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(A) LENGTH: 286 amino acids 

(B) TYPE: andno acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 724: 

5 

Met Ala Met Glu Gly Tyr Trp Arg Phe Leu Ala Leu I-eu Gly Ser Ala 
15 10 15 

Leu Leu Val Gly Phe Leu Ser Val He Phe Ala Leu Val Trp Val Leu 
10 20 25 30 

His Tyr Arg Glu Gly Leu Gly Trp Asp Gly Ser Ala Leu Glu Phe Asn 
35 40 45 

15 Trp His Pro Val Leu Met Val Thr Gly Phe Val Phe He Gin Gly He 
50 55 60 

Ala He He Val Tyr Arg Leu Pro Trp Thr Trp Lys Cys Ser Lys Leu 
65 70 75 80 

Leu Met Lys Ser He His Ala Gly Leu Asn Ala Val Ala Ala He Leu 
85 90 95 



20 



Ala He He Ser Val Val Ala Val Phe Glu Asn His Asn Val Asn Asn 
25 100 105 110 

He Ala Asn Met Tyr Ser Leu His Ser Trp Val Gly Leu He Ala Val 
115 120 125 

30 He Cys Tyr Leu Leu Gin Leu Leu Ser Gly Phe Ser Val Phe Leu Leu 
130 135 140 



35 



50 



Pro Trp Ala Pro Leu Ser Leu Arg Ala Phe Leu Met Pro He His Val 
145 150 155 160 

Tyr Ser Gly He Val He Phe Gly Thr Val He Ala Thr Ala Leu Met 
165 ■ 170 175 



Gly Leu Thr Glu Lys Leu He Phe Ser Leu Arg Asp Pro Ala Tyr Ser 
40 180 185 190 

Thr Phe Pro Pro Glu Gly Val Phe Val Asn Thr Leu Gly Leu Leu He 
195 200 205 

45 Leu Val Phe Gly Ala Leu He Phe Trp He Val Thr Arg Pro Gin Trp 
210 215 220 



Lys Arg Pro Lys Glu Pro Asn Ser Thr He Leu His Pro Asn Gly Gly 
225 230 235 240 

Thr Glu Gin Gly Ala Arg Gly Ser Met Pro Ala Tyr Ser Gly Asn Asn 
245 250 255 



Met Asp Lys Ser Asp Ser Glu Leu Asn Ser Glu Val Ala Ala Arg Lys 
55 260 265 270 

Arg Asn Leu Ala Leu Asp Glu Ala Gly Gin Arg Ser Thr Met 
275 280 285 



60 
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(2) INFORMATION FOR SEQ ID NO: 725: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENCSTH: 43 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 725: 

Pro Gly Arg Ala Gly Pro Ser Pro Gly Leu Ser Leu Gin Leu Pro Ala 
15 10 15 

Glu Pro Gly His Pro Ala Gly Asn Leu Ala Pro Leu Thr Ser Arg Pro 
20 25 30 

Gin Pro Leu Cys Arg He Pro Ala Val Pro Gly 
35 40 



(2) INFORMATION FOR SEQ ID NO: 726: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 424 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 726: 

Met Lys Leu Leu Gly Glu Cys Ser Ser Ser He Asp Ser Val Lys Arg 
1 5 * 10 15 

Leu Glu His Lys Leu Lys Glu Glu Glu Glu Ser Leu Pro Gly Phe Val 
20 25 30 

Asn Leu His Ser Thr Glu Thr Gin Thr Ala Gly Val He Asp Arg Trp 
35 40 45 

Glu Leu Leu Gin Ala Gin Ala Leu Ser Lys Glu Leu Arg Met Lys Gin 
50 55 60 

Asn Leu Gin Lys Trp Gin Gin Phe Asn Ser Asp Leu Asn Ser He Trp 
65 70 75 80 

Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 
85 90 95 

Glu Leu Ser Thr Asp He Gin Thr He Glu Leu Gin He Lys Lys Leu 
100 105 110 

Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala He He Leu Ser 
115 120 125 

He Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys Glu Ser 
130 135 140 

Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp Asp Arg 
145 150 155 160 



Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp Ala Leu 
165 170 175 
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Met Gin Cys Gin Gly Phe His Glu Met Ser His Gly Leu Leu Leu Met 
180 185 190 

5 Leu Glu Asn He Asp Arg Arg Lys Asn Glu He Val Pro He Asp Ser 
195 200 205 

Asn Leu Asp Ala Glu He Leu Gin Asp His His Lys Gin Leu Met Gin 
210 215 220 

10 

He Lys His Glu Leu Leu Glu Ser Gin Leu Arg Val Ala Ser Leu Gin 
225 230 235 240 

Asp Met Ser Cys Gin Leu Leu Val Asn Ala Glu Gly Thr Asp Cys Leu 
15 245 250 255 

Glu Ala Lys Glu Lys Val His Val He Gly Asn Arg Leu Lys Leu Leu 
260 265 270 

20 Leu Lys Glu Val Ser Arg His He Lys Glu Leu Glu Lys Leu Leu Asp 
275 280 285 

Val Ser Ser Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp Glu 
290 295 300 

25 

Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr Pro 
305 310 315 320 

Asn Arg Gin Lys Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin Pro Gly 
30 325 330 335 

Pro Ser Val Ser Ser Pro His Ser Arg Ser Thr Lys Gly Gly Ser Asp 
340 345 350 

35 Ser Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arg Gly Phe Leu 
355 360 365 



40 



Phe Arg Val Leu Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu Leu 

370 375 380 

Leu He Gly Leu Ala Cys Leu Val Pro Met Ser Glu Glu Asp Tyr Ser 

385 390 395 400 



Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe His Pro Met Leu Arg 
45 405 410 415 



50 



Tyr Thr Asn Gly Pro Pro Pro Leu 
420 



(2) INFORMATION FOR SEQ ID NO: 727: 



(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 110 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 727: 



60 Met Lys Leu Leu Gly Glu Cys Ser Ser Ser He Asp Ser Val Lys Arg 
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10 



15 



Leu Glu His Lys Leu Lys Glu Glu Glu Glu Ser Leu Pro Gly Phe Val 
20 25 30 

5 

Asn Leu His Ser Thr Glu Thr Gin Thr Ala Gly Val lie Asp Arg Trp 
35 40 45 

Glu Leu Leu Gin Ala Gin Ala Leu Ser Lys Glu Leu Arg Met Lys Gin 
10 50 55 60 

Asn Leu Gin Lys Trp Gin Gin Phe Asn Ser Asp Leu Asn Ser lie Trp 
65 70 75 80 

15 Ala Trp Leu Gly Asp Thr Glu Glu Glu Leu Glu Gin Leu Gin Arg Leu 
85 90 95 



20 



Glu Leu Ser Thr Asp lie Gin Thr lie Glu Leu Gin lie Lys 
100 105 110 



(2) INFORMATION FOR SEQ ID NO: 728: 

25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 136 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 728: 

30 

Lys Leu Lys Glu Leu Gin Lys Ala Val Asp His Arg Lys Ala lie lie 
1 5 10 15 

Leu Ser lie Asn Leu Cys Ser Pro Glu Phe Thr Gin Ala Asp Ser Lys 
35 20 25 30 

Glu Ser Arg Asp Leu Gin Asp Arg Leu Xaa Gin Met Asn Gly Arg Trp 
35 ' 40 45 

40 Asp Arg Val Cys Ser Leu Leu Glu Glu Trp Arg Gly Leu Leu Gin Asp 
50 55 60 

Ala Leu Met Gin Cys Gin Gly Phe His Glu Met Ser His Gly Leu Leu 
65 70 75 80 

45 

Leu Met Leu Glu Asn lie Asp Arg Arg Lys Asn Glu lie Val Pro lie 
85 90 95 

Asp Ser Asn Leu Asp Ala Glu lie Leu Gin Asp His His Lys Gin Leu 
50 100 105 110 

Met Gin He Lys His Glu Leu Leu Glu Ser Gin Leu Arg Val Ala Ser 
115 120 125 

55 Leu Gin Asp Met Ser Cys Gin Leu 
130 135 



60 



(2) INFORMATION FOR SEQ ID NO: 729: 
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(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 105 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 729: 

Gin Asp Met Ser Cys Gin Leu Leu Val Asn Ala Glu Gly Thr Asp Cys 
15 10 15 

Leu Glu Ala Lys Glu Lys Val His Val He Gly Asn Arg Leu Lys Leu 
20 25 30 

Leu Leu Lys Glu Val Ser Arg His He Lys Glu Leu Glu Lys Leu Leu 
35 40 45 

Asp Val Ser Ser Ser Gin Gin Asp Leu Ser Ser Trp Ser Ser Ala Asp 
50 55 60 

Glu Leu Asp Thr Ser Gly Ser Val Ser Pro Xaa Ser Gly Arg Ser Thr 
65 70 75 80 

Pro Asn Arg Gin Lys Thr Pro Arg Gly Lys Cys Ser Leu Ser Gin Pro 
85 90 95 

Gly Pro Ser Val Ser Ser Pro His Ser 
100 105 



(2) INFORMATION FOR SEQ ID NO: 730: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 730: 

Asp Ser Ser Leu Ser Glu Pro Xaa Pro Gly Arg Ser Gly Arg Gly Phe 
1 5 10 15 

Leu Phe Arg Val Leu Arg Ala Ala Leu Pro Leu Gin Leu Leu Leu Leu 
20 25 30 

Leu Leu He Gly Leu Ala Cys Leu Val Pro Met Ser Glu Glu Asp Tyr 
35 40 45 

Ser Cys Ala Leu Ser Asn Asn Phe Ala Arg Ser Phe His Pro Met Leu 
50 55 60 

Arg Tyr Thr Asn Gly Pro Pro Pro Leu 
65 70 



(2) INFORMATION FOR SEQ ID NO: 731: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 

(B) TYPE: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 731: 

Met Lys Leu Leu lie Cys Gly Asn Tyr Leu Ala Pro Ser His Ser Glu 
5 1 5 10 15 

Ser Ser Arg Arg Cys Cys Leu Leu Cys Phe Tyr Pro Leu Cys Leu Glu 
20 25 30 

10 lie Asn Phe Gly Met Lys Val Phe Leu Ser Met Pro Phe Leu Val Leu 
35 40 45 

Phe Gin Ser Leu lie Gin Glu Asp 
50 55 

15 



(2) INFORMATION FOR SEQ ID NO: 732: 

20 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 271 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 732: 

25 

Arg lie Leu Leu Val Lys Tyr Ser Ala Asn Glu Glu Asn Lys Tyr Asp 
15 10 15 

Tyr Leu Pro Thr Thr Val Asn Val Cys Ser Glu Leu Val Lys Leu Val 
30 20 25 30 

Phe Cys Val Leu Val Ser Phe Cys Val He Lys Lys Asp His Gin Ser 
35 40 45 

35 Arg Asn Leu Lys Tyr Ala Ser Trp Lys Glu Phe Ser Asp Phe Met Lys 
50 55 60 

Trp Ser He Pro Ala Phe Leu Tyr Phe Leu Asp Asn Leu He Val Phe 
65 70 75 80 

40 

Tyr Val Leu Ser Tyr Leu Gin Pro Ala Met Ala Val He Phe Ser Asn 
85 90 95 

Phe Ser He He Thr Thr Ala Leu Leu Phe Arg He Val Leu Lys Xaa 
45 100 105 110 

Arg Leu Asn Trp He Gin Trp Ala Ser Leu Leu Thr Leu Phe Leu Ser 
115 120 125 

50 He Val Ala Leu Thr Ala Gly Thr Lys Thr Leu Gin His Asn Leu Ala 
130 135 140 

Gly Arg Gly Phe His His Asp Ala Phe Phe Ser Pro Ser Asn Ser Cys 
145 150 155 160 

55 

Leu Leu Phe Arg Asn Glu Cys Pro Arg Lys Asp Asn Cys Thr Ala Lys 
165 170 175 



60 



Glu Trp Thr Phe Pro Glu Ala Lys Trp Asn Thr Thr Ala Arg Val Phe 
180 185 190 
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Ser His lie Arg Leu Gly Met Gly His Val Leu He He Val Gin Cys 
195 200 205 

5 Phe He Ser Ser Met Ala Asn He Tyr Asn Glu Lys He Leu Lys Glu 
210 215 220 



10 



Gly Asn Gin Leu Thr Glu Xaa He Phe He Gin Asn Ser Lys Leu Tyr 
225 230 235 240 

Phe Phe Gly He Leu Phe Asn Gly Leu Thr Leu Gly Leu Gin Arg Ser 
245 250 255 



Asn Arg Asp Gin He Lys Asn Cys Gly Phe Phe Tyr Gly His Ser 
15 260 265 270 



20 



(2) INFORMATION FOR SEQ ID NO: 733: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 94 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

25 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 733: 

Asn Ser Val Pro Asn Leu Gin Thr Leu Ala Val Leu Thr Glu Ala He 
15 10 15 

30 Gly Pro Glu Pro Ala He Pro Arg Xaa Pro Arg Glu Pro Pro Val Ala 
20 25 30 

Thr Ser Thr Pro Ala Thr Pro Ser Ala Gly Pro Gin Pro Leu Pro Thr 
35 40 45 



35 



45 



60 



Gly Thr Val Leu Val Pro Gly Gly Pro Ala Pro Pro Cys Leu Gly Glu 
50 55 60 



Ala Trp Ala Leu Leu Leu Pro Pro Cys Arg Pro Ser Leu Thr Ser Cys 
40 65 70 75 80 



Phe Trp Ser Pro Arg Pro Ser Pro Trp Lys Glu Thr Gly Val 
85 90 



(2) INFORMATION FOR SEQ ID NO: 734: 



(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENC3TH: 40 amino acids 

(B) TYPE: amino acid 

<D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»I: SEQ ID NO: 734: 

55 Ala Leu Gin Leu Ala Phe Tyr Pro Asp Ala Val Glu Glu Trp Leu Glu 
15 10 15 



Glu Asn Val His Pro Ser Leu Gin Arg Leu Gin Xaa Leu Leu Gin Asp 
20 25 30 
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Leu Ser Glu Val Ser Ala Pro Pro 
35 40 



(2) INFORMATION FOR SEQ ID NO; 735: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 735: 

Cys His Pro Pro Ala Leu Ala Gly Thr Leu Leu Arg Thr Pro Glu Gly 
15 10 15 

Arg Ala His Ala Arg Gly Leu Leu Leu Glu Ala Gly Gly Ala 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 736: 

(i) SEQUENCE CHARACTERISTICS: 

CA) LENGTH: 59 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 736: 

Gly Ser Ser Ser Thr Arg Ser Trp Phe Ser Thr Ser Ser Pro Gin Arg 
15 10 15 

Ser Ala Ser Trp His Ser Gly Ala Pro Ser Cys Arg Ser Trp Arg Leu 
20 25 30 

Pro Cys Ser Trp Leu Ser Thr Arg Met Pro Trp Arg Ser Gly Trp Arg 
35 40 45 

Lys Thr Cys Thr Pro Ala Cys Ser Gly Cys Lys 
50 55 



(2) INFORMATION FOR SEQ ID NO: 737: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 247 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIOJ: SEQ ID NO: 737: 

Met Arg Pro Asp Trp Lys Ala Gly Ala Gly Pro Gly Gly Pro Pro Gin 
15 10 15 

Lys Pro Ala Pro Ser Ser Gin Arg Lys Pro Pro Ala Arg Pro Ser Ala 
20 25 30 

Ala Ala Ala Ala lie Ala Val Ala Ala Ala Glu Glu Glu Arg Arg Leu 
35 40 45 
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Arg Gin Arg Asn Arg Leu Arg Levi Glu Glu Asp Lys Pro Ala Val Glu 
50 55 60 

Arg Cys Leu Glu Glu Leu Val Phe Gly Asp Val Glu Asn Asp Glu Asp 
5 65 70 75 80 

Ala Leu Leu Arg Arg Leu Arg Gly Pro Arg Val Gin Glu His Glu Asp 
85 90 95 

10 Ser Gly Asp Ser Glu Val Glu Asn Glu Ala Lys Gly Asn Phe Pro Pro 
100 105 110 

Gin Lys Lys Pro Val Trp Val Asp Glu Glu Asp Glu Asp Glu Glu Met 
115 120 125 

15 

Val Asp Met Met Asn Asn Arg Phe Arg Lys Asp Met Met Lys Asn Ala 
130 135 140 

Ser Glu Ser Lys Leu Ser Lys Asp Asn Leu Lys Lys Arg Leu Lys Glu 
20 145 150 155 160 

Glu Phe Gin His Ala Met Gly Gly Val Pro Ala Trp Ala Glu Thr Thr 
165 170 175 

25 Lys Arg Lys Thr Ser Ser Asp Asp Glu Ser Glu Glu Asp Glu Asp Asp 
180 185 190 

Leu Leu Gin Arg Thr Gly Asn Phe lie Ser Thr Ser Thr Ser Leu Pro 
195 200 205 

30 

Arg Gly He Leu Lys Met Lys Asn Cys Gin His Ala Asn Ala Glu Arg 
210 215 220 

Pro Thr Val Ala Arg He Ser He Cys Ala Val Pro Ser Arg Cys Thr 
35 225 230 235 240 

Asp Cys Asp Gly Cys Trp Asp 
245 

40 

(2) INFORMATION FOR SEQ ID NO: 738: 

(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 180 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQtJENCE DESCRIPTION: SEQ ID NO:. 738: 

50 Cys Leu Glu Glu Leu Val Phe Gly Asp Val Glu Asn Asp Glu Asp Ala 
15 10 15 

Leu Leu Arg Arg Leu Arg Gly Pro Arg Val Gin Glu His Glu Asp Ser 

55 

Gly Asp Ser Glu Val Glu Asn Glu Ala Lys Gly Asn Phe Pro Pro Gin 
35 40 45 

Lys Lys Pro Val Trp Val Asp Glu Glu Asp Glu Asp Glu Glu Met Val 
60 50 55 60 
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Asp Met Met Asn Asn Arg Phe Arg Lys Asp Met Met Lys Asn Ala Ser 
S5 70 75 80 

5 Glu Ser Lys Leu Ser Lys Asp Asn Leu Lys Lys Arg Leu Lys Glu Glu 
85 90 95 

Phe Gin His Ala Met Gly Gly Val Pro Ala Trp Ala Glu Thr Thr Lys 
100 105 HO 

Arg Lys Thr Ser Ser Asp Asp Glu Ser Glu Glu Asp Glu Asp Asp Leu 
115 120 125 

Leu Gin Arg Thr Gly Asn Phe He Ser Thr Ser Thr Ser Leu Pro Arg 
15 130 135 140 

Gly He Leu Lys Met Lys Asn Cys Gin His Ala Asn Ala Glu Arg Pro 
150 155 160 

20 Thr Val Ala Arg He Ser He Cys Ala Val Pro Ser Arg Cys Thr Asp 
165 170 175 



25 



Cys Asp Gly Cys 
180 



(2) INFORMATION FOR SEQ ID mi 739: 

30 (i) SEQUEa^ CHARACTERISTICS: 

(A) LENGTH: 218 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 739: 



35 



Leu Lys Glu Lys He Val Arg Ser Phe Glu Val Ser Pro Asp Gly Ser 
1 5 10 15 



Phe Leu Leu He Asn Gly He Ala Gly Tyr Leu His Leu Leu Ala Met 
^0 20 25 30 

Lys Thr Lys Glu Leu He Gly Ser Met Lys He Asn Gly Arg Val Ala 
35 40 45 

45 Ala Ser Thr Phe Ser Ser Asp Ser Lys Lys Val Tyr Ala Ser Ser Gly 
50 55 60 

Asp Gly Glu Val Tyr Val Trp Asp Val Asn Ser Arg Lys Cys Leu Asn 

50 

Arg Phe Val Asp Glu Gly Ser Leu Tyr Gly Leu Ser He Ala Thr Ser 
85 90 95 

Arg Asn Gly Gin Tyr Val Ala Cys Gly Ser Asn Cys Gly Val Val Asn 
100 105 

He Tyr Asn Gin Asp Ser Cys Leu Gin Glu Thr Asn Pro Lys Pro He 
115 120 125 

60 Lys Ala He Met Asn Leu Val Thr Gly Val Thr Ser Leu Thr Phe Asn 
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130 135 

Pro Thr Thr Glu He Leu Ala He Ala Ser Glu Lys Met Lys Glu Ala 
150 155 160 

Val Arg Leu Val His Leu Pro Ser Cys Thr Val Phe Ser Asn Phe Pro 
165 170 • 175 

Val He Lys Asn Lys Asn He Ser His Val His Thr Met Asp Phe Ser 
180 185 190 

Pro Arg Ser Gly Tyr Phe Ala Leu Gly Asn Glu Lys Gly Lys Ala Leu 
195 200 205 

Met Tyr Arg Leu His His Tyr Ser Asp Phe 
210 215 



(2) INFORMATION FOR SEQ ID NO: 740: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 167 amino acids 

(B) TYPE: airdno acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTIC»J: SEQ ID NO: 740: 

Lys He Asn Gly Arg Val Ala Ala Ser Thr Phe Ser Ser Asp Ser Lys 
1 5 .10 15 

Lys Val Tyr Ala Ser Ser Gly Asp Gly Glu Val Tyr Val Trp Asp Val 
20 25 30 

Asn Ser Arg Lys Cys Leu Asn Arg Phe Val Asp Glu Gly Ser Leu Tyr 
35 40 45 

Gly Leu Ser He Ala Thr S§r Arg Asn Gly Gin Tyr Val Ala Cys Gly 
50 55 60 

Ser Asn Cys Gly Val Val Asn He Tyr Asn Gin Asp Ser Cys Leu Gin 
65 70 75 80 

Glu Thr Asn Pro Lys Pro He Lys Ala He Met Asn Leu Val Thr Gly 
85 90* 95 

Val Thr Ser Leu Thr Phe Asn Pro Thr Thr Glu He Leu Ala He Ala 
100 105 110 

Ser Glu Lys Met Lys Glu Ala Val Arg Leu Val His Leu Pro Ser Cys 
115 120 125 

Thr Val Phe Ser Asn Phe Pro Val He Lys Asn Lys Asn He Ser His 
130 135 140 

Val His Thr Met Asp Phe Ser Pro Arg Ser Gly Tyr Phe Ala Leu Gly 
150 155 

Asn Glu Lys Gly Lys Ala Leu 
165 
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(2) INFORMATION FOR SEQ ID NO; 741: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 246 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 741: 

10 

Met Arg lie Leu Gin Leu lie Leu Leu Ala Leu Ala Thr Gly Leu Val 
15 10 15 

Gly Gly Glu Thr Arg lie He Lys Gly Phe Glu Cys Lys Leu His Ser 
15 20 25 30 

Gin Pro Trp Gin Ala Ala Leu Phe Glu Lys Thr Arg Leu Leu Cys Gly 
35 40 45 

20 Ala Thr Leu He Ala Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu 
50 55 60 

Lys Pro Arg Tyr He Val His Leu Gly Gin His Asn Leu Gin Lys Glu 
65 70 75 BO 

25 

Glu Gly Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro 
85 90 95 

Gly Phe Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn Asp He Met 
30 100 105 110 

Leu Val Lys Met Ala Ser Pro Val Ser He Thr Trp Ala Val Arg Pro 
115 120 125 

35 Leu Thr Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Ser Phe 
130 135 140 

Pro Ala Gly Ala Ala Arg Pro Asp Pro Ser Tyr Ala Cys Leu Thr Pro 
145 150 155 160 

40 

Cys Asp Ala Pro Thr Ser Pro Ser Leu Ser Thr Arg Ser Val Arg Thr 
165 170 175 

Pro Thr Pro Ala Thr Ser Gin Thr Pro Trp Cys Val Pro Ala Cys Arg 
45 180 185 190 

Lys Gly Ala Arg Thr Pro Ala Arg Val Thr Pro Gly Ala Leu Trp Ser 
195 200 205 

50 Val Thr Ser Leu Phe Lys Ala Leu Ser Pro Gly Ala Arg He Arg Val 
210 215 220 

Arg Ser Pro Glu Ser Leu Val Ser Thr Arg Lys Ser Ala Asn Met Trp 
225 230 235 240 

Thr Gly Ser Arg Arg Arg 
245 



60 
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(2) INFORMATION FOR SEQ ID NO: 742: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 228 amino acids 
5 (B) TYPE: amino acid 

(D) TOPOLOGY; linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 742: 

Glu Thr Arg He He Lys Gly Phe Glu Cys Lys Leu His Ser Gin Pro 
10 1 5 10 15 

Trp Gin Ala Ala Leu Phe Glu Lys Thr Arg Leu Leu Cys Gly Ala Thr 
20 25 30 

15 Leu He Ala Pro Arg Trp Leu Leu Thr Ala Ala His Cys Leu Lys Pro 
35 40 45 

Arg Tyr He Val His Leu Gly Gin His Asn Leu Gin Lys Glu Glu Gly 
50 55 60 

20 

Cys Glu Gin Thr Arg Thr Ala Thr Glu Ser Phe Pro His Pro Gly Phe 
65 70 75 80 

Asn Asn Ser Leu Pro Asn Lys Asp His Arg Asn Asp He Met Leu Val 
25 85 90 95 

Lys Met Ala Ser Pro Val Ser He Thr Trp Ala Val Arg Pro Leu Thr 
100 105 110 

30 Leu Ser Ser Arg Cys Val Thr Ala Gly Thr Ser Cys Ser Phe Pro Ala 
115 120 125 

Gly Ala Ala Arg Pro Asp Pro Ser Tyr Ala Cys Leu Thr Pro Cys Asp 
130 135 140 

35 

Ala Pro Thr Ser Pro Ser Leu Ser Thr Arg Ser Val Arg Thr Pro Thr 
145 150 155 160 

Ala Thr Ser Gin Thr Pro Trp Cys Val Pro Ala Cys Arg Lys Gly 
40 165 170 175 

Ala Arg Thr Pro Ala Arg Val Thr Pro Gly Ala Leu Trp Ser Val Thr 
180 185 190 

45 Ser Leu Phe Lys Ala Leu Ser Pro Gly Ala Arg He Arg Val Arg Ser 
195 200 205 

Pro Glu Ser Leu Val Ser Thr Arg Lys Ser Ala Asn Met Trp Thr Gly 
210 215 220 

50 

Ser Arg Arg Arg 
. 225 



55 

(2) INFORMATION FOR SEQ ID NO: 743: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 74 amino acids 
60 (B) T^E: amino acid 
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(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 743: 

Cys Lys Leu His Ser Gin Pro Trp Gin Ala Ala Leu Phe Glu L^/s Thr 
5 1 5 10 15 

Arg Leu Leu Cys Gly Ala Thr Leu lie Ala Pro Arg Trp Leu Z^u Thr 
20 25 30 

10 Ala Ala His Cys Leu Lys Pro Arg Tyr He Val His Leu Gly 3lr. His 
35 40 45 

Asn Leu Gin Lys Glu Glu Gly Cys Glu Gin Thr Arg Thr Ala Thr C-lu 
50 55 60 

15 

Ser Phe Pro His Pro Gly Phe Asn Asn Ser 
65 70 



20 

(2) INF0RMATIC»4 FOR SEQ ID NO: 744: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 81 amino acids 
25 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 744: 

Val Leu Gin Gly Arg Tyr Phe Ser Pro He Leu Glu Met Arg Arg leu 
30 1 5 10 15 

Arg Pro Glu Gly Xaa Xaa Asn Leu Pro Gly Gly Ser Arg Ala 3lr. Lvs 
20 25 3: 

35 Glu Pro Arg Gin Asp Leu Thr Leu Val Leu Trp Pro His C/s Pro His 
35 40 45 

Phe Ala Met Thr Arg Ser Tyr Val Pro Thr Lys Gin Cys Kec Val 31- 
50 55 60 

40 

Gly Ser Phe Tyr Cys He Phe He Phe Lys Gly Pro Val Gir. Asr. Trp 
65 70 75 8*0 

Cys 

45 



(2) INFORMATION FOR SEQ ID NO: 745: 

50 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEMjTH: 211 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

55 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 745: 

Met Pro He He Asp Gin Val Asn Pro Glu Leu His Asp Phe Met Gin 
15 10 15 



60 Ser Ala Glu 



Val Gly Thr He Phe Ala Leu Ser Trp Leu He Thr Trp 
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2- 25 30 

?r.s :-:-/ His Val Isu Ser Asp ?he Arg His Val Val Arg Leu Tyr Asp 
35 40 45 

?h5 ?he 1=^ Ala Cys His ?ro Leu y.%z Pro He Tyr Phe Ala Ala Val 
=- 55 50 

in 3-- Glu Val Leu ?^ Cys Asp Cys Asp Met 

10 55 70 75 80 

Ala Ser Val His His Leu leu Ser Glr, He Pre Gin Asp Leu Pro Tyr 
35 30 95 



15 Glu .hr He Ser J^jrg I-laa Glu Thr Phe isu Pr.e Ser Phe Pro His 
-C* 105 110 

?rc .isn Le^^ Leu Gly Arg Pro Leu Pro ^^n Ser Lys Leu Arg Gly Arg 
i-= 120 125 



20 



2lr. Pro Le-^ Leu Ser Lys Tr- Leu Ser Trp His Gin Pro Ser Arg Gly 
-3: 135 140 



^/^ G-y Ssr Gly Xaa Arg Gly Leu Leu Arg Pro Glu 
130 155 160 

---^ = -/s ---^ Val Leu Thr Lys Pro Arg Thr Asn Arg Phe Val 

i55 170 175 



30 



35 



Lys leu Ala Val Ker Gly Leu Thr Val A-la Leu Gly Ala Ala Ala Leu 

135 190 

AJLa Val Val Lys Ser Ala Leu Glu Trp Ala Pro Lys Phe Gin Leu Gin 
i55 20: 205 



45 



40 

C2) i:3^H!^Ariaj FCR SZQ ZO >K): 745: 

{i; SEQ'JEIXZ. OiAPACTZRISTICS : 

(A) LSTXTT-:: 70 arrlno acids 

(B) TVPE: amino acid 
(DJ TOPCLCGY: lir^ar 

(xi> SZQUE::CS DESCRIPTICN: SSQ id 746: 

^ys Pro Glu Phe Phe He Pro Ala Thr Leu Pro Cys Pro Phe Val Phe 
1 5 10 15 

Ala Phe Thr Ser Glu Ala Ser Ser Arg Ala Tyr Leu Thr Gin Arg Gly 
20 25 30 

55 Pro Gly Gly Leu Ala Gin Asn Leu ^iet Pro Leu Pro Val Gly Phe Trp 
3H 40 45 

Her Gly Ser Leu Pro Pro Pro Trp Cys Trp Arg Lys Trp Val Ser GIh 

60 
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Ala Cys Ser Cys Phe Cys 
65 70 



(2) INFORMATION FOR SEQ ID NO: 747: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 andno acids 

<B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 747: 

Gly Phe Gly Ser Val Ser Ala Ala Gly Arg Arg Ser Gly Gly Thr Trp 
15 10 15 

Gin Pro Val Gin 
20 



(2) INFORMATION FOR SEQ ID NO: 748: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
CD) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 748: 

Pro Gly Gly Leu Ala Val Gly Ser Arg Trp Trp Ser Arg Ser Lea Thr 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 749: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 749: 

Leu Glu Pro Ser Arg Gin Arg Arg Pro Arg Arg Arg Gly Gly Thr Ser 
15 10 15 

Arg Pro Glu Thr Asp Gin Arg Ala Lys Cys Trp Arg Gin Leu 
20 25 30 



(2) INFORMATION FOR SEQ ID NO: 750: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 750: 
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Val Cys Leu Arg Cys Gin Asn Arg Met Glu Asn 
1 5 10 



(2) INFORMATION FOR SEQ ID NO: 751: 

(i) SEQUENCE CHARACTERISTICS: 
10 (A) LENGTH: 367 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 751: 

15 Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 - 30 

20 

Ala Xaa Ala Gly Ala Phe Ser Pro Ala Ser Thr Thr Thr Thr Arg Arg 
35 40 45 

His Leu Ser Ser Arg Asn Arg Pro Glu Gly Lys Val Leu Glu Thr Val 
25 50 55 60 

Gly Val Phe Glu Val Pro Lys Gin Asn Gly Lys Tyr Glu Thr Gly Gin 
65 70 75 80 

30 Leu Phe Leu His Ser He Phe Gly Tyr Arg Gly Val Val Leu Phe Pro 
85 90 95 

Trp Gin Ala Arg Leu Xaa Asp Arg Asp Val Ala Ser Ala Ala Pro Glu 
100 105 110 

35 

Lys Ala Glu Asn Pro Ala Gly His Gly Ser Lys Glu Val Lys Gly Lys 
115 - • 120 126 

Thr His Thr Tyr Tyr Gin Val Leu He Asp Ala Arg Asp Cys Pro His 
40 130 135 140 

He Ser Gin Arg Ser Gin Thr Glu Ala Val Thr Phe Leu Ala Asn His 
145 150 155 160 

45 Asp Asp Ser Arg Ala Leu Tyr Ala He Pro Gly Leu Asp Tyr Val Ser 
165 170 175 

His Glu Asp He Leu Pro Tyr Thr Ser Thr Asp Gin Val Pro He Gin 
180 185 190 

50 

His Glu Leu Phe Glu Arg Phe Leu Leu Tyr Asp Gin Thr Lys Ala Pro 
195 200 205 

Pro Phe Val Ala Arg Glu Thr Leu Arg Ala Trp Gin Glu Lys Asn His 
55 210 215 220 

Pro Trp Leu Glu Leu Ser Asp Val His Arg Glu Thr Thr Glu Asn He 
225 230 235 240 

60 Arg Val Thr Val He Pro Phe Tyr Met Gly Met Arg Glu Ala Gin Asn 
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245 



250 



255 



Ser His Val Tyr Trp Trp Arg Tyr Cys He Arg Leu Glu Asn Leu Asp 
260 265 270 

^ ser Asp Val Val Gin Leu Arg Glu Arg His Trp Arg He Phe Ser Leu 
275 280 285 

ser Gly Thr Leu Glu Thr Val Arg Gly Arg Gly Val Val Gly Arg Glu 
10 290 295 300 



Pro val Leu Ser Lys Glu Gin Pro Ala Phe Gin Tyr Ser Ser His Val 
305 310 315 320 



15 Ser Leu Gin Ala Ser Ser Gly His Met Trp Gly Thr Phe Arg Phe Glu 
325 330 335 



20 



Arg Pro Asp Gly Ser His Phe Asp Val Arg He Pro Pro Phe Ser Leu 
340 345 350 

Glu Ser Asn Lys Asp Glu Lys Thr Pro Pro Ser Gly Leu His Trp 
355 360 365 



25 



(2) INFORMATION FOR SEQ ID NO: 752: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 
30 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 752: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 

35 1 5 10 ■ 15 

val Pro val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 

40 Ala 



45 (2) INFORMATION FOR SEQ ID NO: 753: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LEKGTH: 33 amino acids 

(B) TYPE: amino acid 
50 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 753: 



55 



60 



Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
1 5 10 ^5 

val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 



Ala 
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(2) INFORMATION FOR SEQ ID NO: 754: 

5 

(i) SEQUENCE CHARACTERISTICS: 

(A) LaJGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

10 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 754: 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

15 Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 



20 



40 



Ala 



55 



60 



(2) INFORMATION FOR SEQ ID NO: 755: 



25 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 755: 

30 

Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
35 20 25 30 



Ala 



(2) INFORMATIC»J FOR SEQ ID NO: 756: 



(i) SEQUENCE CHARACTERISTICS: 
45 (A) LENGTH: 33 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIOI: SEQ ID NO: 756: 

50 Met Ala Ala Cys Thr Ala Arg Arg Pro Gly Arg Gly Gin Pro Leu Val 
15 10 15 

Val Pro Val Ala Asp Xaa Gly Pro Val Ala Lys Ala Ala Leu Cys Ala 
20 25 30 



Ala 
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(2) INFX)RMATiaN FOR SEQ ID NO: 757: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQTCTH: 35 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 757: 

Val Leu Glu Thr Val Gly Val Phe Glu Val Pro Lys Gin Asn Gly Lys 
15 10 15 

Tyr Glu Thr Gly Gin Leu Phe Leu His Ser lie Phe Gly Tyr Arg Gly 
20 25 30 

Val Val Leu 
35 



(2) INFORMATION FOR SEQ ID NO: 759: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 758: 

Gly Leu Asp Tyr Val Ser His Glu Asp He Leu Pro Tyr Thr Ser Thr 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 759: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 759: 

Asp Val His Arg Glu Thr Thr Glu Asn He Arg Val Thr Val He Pro 
15 10 15 

Phe Tyr Met 



(2) INFORMATION FOR SEQ ID NO: 760: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 760: 

Trp Trp Arg Tyr Cys He Arg Leu Glu Asn Leu Asp Ser Asp Val Val 
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1 



5 



10 



15 



Gin Leu Arg Glu Arg 
20 



(2) INFORMATION FOR SEQ ID NO: 761: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 761: 

Pro Ala Phe Gin Tyr Ser Ser His Val Ser Leu Gin Ala Ser Ser Gly 
15 10 15 

His Met Trp Gly Thr Phe Arg Phe Glu Arg 



(2) INFORMATION FOR SEQ ID NO: 762: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 762: 

Ser Leu Cys Cys Pro Glu Gly Ala Glu Gly Cys 
15 10 



(2) INFORMATION FOR SEQ ID NO: 763: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTICW: SEQ ID NO: 763: 

Gin Leu Lys Lys Thr His Tyr Asp Arg Pro Cys Pro 
IS 10 



(2) INFORMATION FOR SEQ ID NO: 764: 

(i) SEQUENCE CHARACTERISTICS: 

<A) LE19GTH: 12 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 764: 



20 



25 



Gin Leu Lys Lys Thr His Tyr Asp Arg Pro Cys Pro 
15 10 
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(2) INFORMATION FOR SEQ ID NO: 765: 

5 (i) SEQUENCE CHARACTERISTICS: 

(A) LE^3GTH: 170 amino acids 

(B) TfPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 765: 

10 

Ala Gin Arg Lys Lys Glu Met Val Leu Ser Glu Lys Val Ser Gin Leu 
15 10 15 

Met Glu Trp Thr Asn Lys Arg Pro Val He Arg Met Asn Gly Asp Lys 
15 20 25 30 

Phe Arg Arg Leu Val Lys Ala Pro Pro Arg Asn Tyr Ser Val He Val 
35 40 45 

20 Met Phe Thr Ala Leu Gin Leu His Arg Gin Cys Val Val Cys Lys Gin 
50 55 60 

Ala Asp Glu Glu Phe Gin He Leu Ala Asn Ser Trp Arg Tyr Ser Ser 
65 70 75 80 

25 

Ala Phe Thr Asn Arg He Phe Phe Ala Met Val Asp Phe Asp Glu Gly 
85 90 95 

Ser Asp Val Phe Gin Met Leu Asn Met Asn Ser Ala Pro Thr Phe He 
30 100 105 110 

Asn Phe Pro Ala Lys Gly Lys Pro Lys Arg Gly Asp Thr Tyr Glu Leu 
lis 120 125 

35 Gin Val Arg Gly Phe Ser Ala Glu Gin He Ala Arg Trp He Ala Asp 
130 135 140 

Arg Thr Asp Val Asn He Arg Val He Arg Pro Pro Asn Met Ala Ala 
145 150 155 160 

40 

Arg Trp Arg Phe Trp Cys Val Ser Val Thr 
165 170 



45 

(2) INFORMATION FOR SEQ ID NO: 766: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 
50 (B) TYPE; amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTIC»J: SEQ ID NO: 766: 

Met Val Val Ala Leu Leu He Val Cys Asp Val Pro Ser Ala Ser 
55 1 5 10 15 



60 



(2) INFORMATIC»I FOR SEQ ID NO: 767: 



wo 98/54963 PCTAJS98/1 1 422 



735 



10 



(i) SEQUENCE CHARACTERISTICS: 

(A) LEUGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

txi) SEQUENCE DESCRIPTION: SEQ ID NO: 767: 

Ala Gin Arg Lys Lys Glu Met Val Leu Ser Glu Lys Val Ser Gin Leu 
15 10 15 



15 (2) INFORMATION FOR SEQ ID NO: 768: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
20 (D) TOPOLOGY: linear 

{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 768: 

Met Glu Trp Thr Asn Lys Arg Pro Val He Arg Met Asn Gly Asp Lys 
15 10 15 

25 

Phe 



30 

(2) INFORMATION FOR SEQ ID NO: 769: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 56 amino acids 
35 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
{xi) SEQUENCE DESCRIPTION: SEQ ID NO: 769: 

Arg Arg Leu Val Lys Ala Pro Pro Arg Asn Tyr Ser Val He Val Met 
40 1 5 10 15 

Phe Thr Ala Leu Gin Leu His TVrg Gin Cys Val Val Cys Lys Gin Ala 
20 25 30 

45 Asp Glu Glu Phe Gin He Leu Ala Asn Ser Trp Arg Tyr Ser Ser Ala 
35 40 45 

Phe Thr Asn Arg He Phe Phe Ala 
50 55 

50 



{2) INPORMATIC»I FOR SEQ ID NO: 770: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 31 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 770: 

60 
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Met Val Asp Phe Asp Glu Gly Ser Asp Val Phe Gin Met Leu Asn Met 
15 10 15 

Asn Ser Ala Pro Thr Phe lie Asn Phe Pro Ala Lys Gly Lys Pro 
5 '20 25 30 



10 



25 



(2) INFORMATION FOR SEQ ID NO: 771: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

15 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 771: 

Lys Arg Gly Asp Thr Tyr Glu Leu Gin Val Arg Gly Phe Ser Ala Glu 
15 10 15 

20 Gin He Ala Arg Trp He Ala Asp Arg Thr Asp Val Asn He Arg Val 
20 25 30 



He Arg Pro Pro Asn 
35 



(2) INFORMATION FOR SEQ ID NO: 772: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 44 amino acids 

(B) TYPE; amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 772: 

35 

Tyr Ala Gly Pro Leu Met Leu Gly Leu Leu Leu Ala Val He Gly Gly 
15 10 15 

Leu Val Tyr Leu Arg Arg Val He Trp Asn Phe Ser Leu He Lys Leu 
40 20 25 30 

Asp Gly Leu Leu Gin Leu Cys Val Leu Cys Leu Leu 
35 40 

45 

(2) INFORMATION FOR SEQ ID NO: 773: 

(i) SEQUENCE CHARACTERISTICS: 
50 (A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 773: 

55 Asp Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp 
15 10 15 

Ser 



60 



wo 98/54963 



737 



(2) INFORMATIC»J FOR SEQ ID NO: 774: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 774: 

Cys Gin Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg Lys Glu Ser 
15 10 15 

Lys Asn Leu Asn 
20 



(2) INFORMATION FOR SEQ ID NO: 775: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 775: 

Val Leu Leu Val Ser Leu Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 776: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 48 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 776: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr lie Ser Leu He Leu Ala Val 
15 10 15 

Gin He Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 25 30 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Ser 
35 40 45 



(2) INFORMATION FOR SEQ ID NO: 777: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 90 amino acids 
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(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 777: 

5 Pro Ala Ala Trp Asp Asp Lys Thr Asn lie Lys Thr Val Cys Thr Tyr 
15 10 15 

Trp Glu Asp Phe His Ser Cys Thr Val Thr Ala Leu Thr Asp Cys Gin 
20 25 30 

10 

Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg Lys Glu Ser Lys Asn 
35 40 45 

Leu Asn He Gin Gly Ser Leu Phe Glu Leu Cys Gly Ser Gly Asn Gly 
15 50 55 60 

Ala Ala Gly Ser Leu Leu Pro Ala Phe Pro Val Leu Leu Val Ser Leu 
65 70 75 80 

20 Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
85 90 



25 (2) INFORMATION FOR SEQ ID NO: 778: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 143 andno acids 

(B) TYPE: amino acid 
30 (D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 778: 

Met Gly Leu Lys Leu Asn Gly Arg Tyr He Ser Leu He Leu Ala Val 
15 10 15 

35 

Gin He Ala Tyr Leu Val Gin Ala Val Arg Ala Ala Gly Lys Cys Asp 
20 .-25 30 

Ala Val Phe Lys Gly Phe Ser Asp Cys Leu Leu Lys Leu Gly Asp Ser 
40 35 40 45 

Xaa Xaa Xaa Xaa Xaa Pro Ala Ala Trp Asp Asp Lys Thr Asn He Lys 
50 55 60 

45 Thr Val Cys Thr Tyr Trp Glu Asp Phe His Ser Cys Thr Val Thr Ala 
65 70 75 80 

Leu Thr Asp Cys Gin Glu Gly Ala Lys Asp Met Trp Asp Lys Leu Arg 
85 90 95 

50 

Lys Glu Ser Lys Asn Leu Asn He Gin Gly Ser Leu Phe Glu Leu Cys 
100 105 110 

Gly Ser Gly Asn Gly Ala Ala Gly Ser Leu Leu Pro Ala Phe Pro Val 
55 115 120 125 

Leu Leu Val Ser Leu Ser Ala Ala Leu Ala Thr Trp Leu Ser Phe 
130 135 140 



60 
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(2) INFORMATION FOR SEQ ID NO: 779: 

(i) SEQUENCE CHARACTERISTICS: 
5 (A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 779: 

10 Met Asn Ser Ala Ala Gly Phe Ser His Leu Asp Arg Arg Glu Arg Val 
15 10 15 



15 



Leu Lys Leu Gly Glu Ser Phe Glu Lys Gin Pro Arg Cys Ala Ser Thr 
20 25 30 

Leu Cys 



20 

(2) INFORMATION FOR SEQ ID NO: 780: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 28 amino acids 
25 (B) TYPE: amino acid 

CD) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 780: 

Thr He Tyr Pro Thr Glu Glu Glu Leu Gin Ala Val Gin Lys He Val 
30 1 5 10 15 

Ser He Thr Glu Arg Ala Leu Lys Leu Val Ser Asp 
20 25 

35 

(2) INFORMATION FOR SEQ ID NO: 781: 

(i) SEQUENCE CHARACTERISTICS: 
40 (A) LENGTH: 30 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 781; 

45 Arg Ala Leu Lys Gly Val Leu Arg Val Gly Val Leu Ala Lys Gly Leu 
IS 10 15 

Leu Leu Arg Gly Asp Arg Asn Val Asn Leu Val Leu Leu Cys 
20 25 30 

50 



(2) INFORMATION FOR SEQ ID NO: 782: 

55 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 39 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 782: 

60 
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Ala Leu Ala Ala Leu Arg His Ala Lys Trp Phe Gin Ala Arg Ala Asn 
15 10 15 

Gly Leu Gin Ser Cys Val lie lie He Arg He Leu Arg Asp Leu Cys 
20 25 30 

Gin Arg Val Pro Thr Trp Ser 
35 



35 



40 



45 



(2) INFORMATION FOR SEQ ID NO: 783: 



(i) SEQUENCE CHARACTERISTICS: 
15 (A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 783: 

20 Gly Asp Ala Leu Arg Arg Val Phe Glu Cys He Ser Ser Gly He He 
15 10 15 



Leu 



(2) INFORMATION FOR SEQ ID NO: 784: 

30 (i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 16 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 784: 



Leu Ala Phe Arg Gin He His Lys Val Leu Gly Met Asp Pro Leu Pro 
1 5-10 15 



(2) INFORMATIC»I FOR SEQ ID NO: 785: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 342 amino acids 
. (B) TYPE: amino acid 
(D) TOPOLOGY: linear 
50 (xi» SEQUENCE DESCRIPTION: SEQ ID NO: 785: 

Thr- He Tyr Pro Thr Glu Glu Glu Leu Gin Ala Val Gin Lys He Val 
1 5 10 * 15 

55 Ser He Thr Glu Arg Ala Leu Lys Leu Val Ser Asp Ser Leu Ser Glu 
20 25 30 

His Glu Lys Asn Lys Asn Lys Glu Gly Asp Asp Lys Lys Glu Gly Gly 
i=i 40 45 



60 
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Lys Asp Arg Ala Leu Lys Gly Val Leu Arg Val Gly Val Leu Ala Lys 
50 55 60 

Gly Leu Leu Leu Arg Gly Asp Arg Asn Val Asn Leu Val Leu Leu Cys 
5 65 70 75 80 

Ser Glu Lys Pro Ser Lys Thr Leu Leu Ser Arg He Ala Glu Asn Leu 
85 90 95 

10 Pro Lys Gin Leu Ala Val He Ser Pro Glu Lys Tyr Asp He Lys Cys 
100 105 110 



Ala Val Ser Glu Ala Ala He He Leu Asn Ser Cys Val Glu Pro Lys 
115 120 125 

Met Gin Val Thr He Thr Leu Thr Ser Pro He He Arg Glu Glu Asn 
130 135 140 



15 



Met Arg Glu Gly Asp Val Thr Ser Gly Met Val Lys Asp Pro Pro Asp 
20 145 150 155 160 

Val Leu Asp Arg Gin Lys Cys Leu Asp Ala Leu Ala Ala Leu Arg His 
165 170 175 

25 Ala Lys Trp Phe Gin Ala Arg Ala Asn Gly Leu Gin Ser Cys Val He 
180 185 190 



30 



He He Arg He Leu Arg Asp Leu Cys Gin Arg Val Pro Thr Trp Ser 
195 200 205 

Asp Phe Pro Ser Trp Ala Met Glu Leu Leu Val Glu Lys Ala He Ser 
210 215 220 



Ser Ala Ser Ser Pro Gin Ser Pro Gly Asp Ala Leu Arg Arg Val Phe 
35 225 230 235 240 

Glu Cys He Ser Ser Gly lie He Leu Lys Gly Ser Pro Gly Leu Leu 
245 " 250 255 

40 Asp Pro Cys Glu Lys Asp Pro Phe Asp Thr Leu Ala Thr Met Thr Asp 
260 265 270 



45 



Gin Gin Arg Glu Asp He Thr Ser Ser Ala Gin Phe Ala Leu Arg Leu 
275 280 285 

Leu Ala Phe Arg Gin He His Lys Val Leu Gly Met Asp Pro Leu Pro 
290 295 300 



Gin Met Ser Gin Arg Phe Asn He His Asn Asn Arg Lys Arg Arg Arg 
50 305 310 315 320 

Asp Ser Asp Gly Val Asp Gly Phe Glu Ala Glu Gly Lys Lys Asp Lys 
325 330 335 



55 Lys Asp Tyr Asp Asn Phe 
340 



60 



(2) INF0RMATI<»5 FOR SEQ ID NO: 786: 
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(i) SEQUENCE CHARACTERISTICS: . 

(A) LENGTH: 24 amino acids 

(B) TYPE: amino acid 
5 (D) TOPOLOGY: linear 

txi) SEQUENCE DESCRIPTION: SEQ ID NO: 786: 

Met Gly Ser Gin His Ser Ala Ala Ala Arg Pro Ser Ser Cys Arg Arg 
15 10 15 

10 

Lys Gin Glu Asp Asp Arg Asp Gly 
20 



15 

<2) INFORMATION FOR SEQ ID NO: 787: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 30 amino acids 
20 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 787: 

Leu Leu Ala Glu Arg Glu Gin Glu Glu Ala He Ala Gin Phe Pro Tyr 
25 1 5 10 15 

Val Glu Phe Thr Gly Arg Asp Ser He Thr Cys Leu Thr Cys 
20 25 30 

30 

(2) INFORMATION FOR SEQ ID NO: 788: 

(i) SEQUENCE CHARACTERISTICS: 
35 (A) LENGTH: 34 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGrY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 788: 

40 Gin Gly Thr Gly Tyr He Pro Thr Glu Gin Val Asn Glu Leu Val Ala 
1 5- 10 15 

Leu He Pro His Ser Asp Gin Arg Leu Arg Pro Gin Arg Thr Lys Gin 
20 25 30 

45 

Tyr Val 



50 

(2) INFORMATION FOR SEQ ID NO: 789: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LQIGTH: 55 amino acids 
55 (B) TYPE: amino acid 

(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 789: 



60 



Ala Arg Leu Asn Val Gly Arg Glu Ser Leu Lys Arg Glu Met Leu Lys 
15 10 15 
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Ser Gin Gly Val Lys Val Ser Glu Ser Pro Met Gly Ala Arg His Ser 
20 25 30 

Ser Trp Pro Glu Gly Ala Ala Phe Cys Lys Lys Val Gin Gly Ala Gin 
35 40 45 

Met Gin Phe Pro Pro Arg Arg 
50 55 



(2) INFORMATION FOR SEQ ID NO: 790: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 15 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 790: 

Ala Arg Leu Asn Val Gly Arg Glu Ser Leu Lys Arg Glu Met Leu 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 791: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 20 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 791: 

Leu Lys Ser Gin Gly Val Lys Val Ser Glu Ser Pro Met Gly Ala Arg 
15 10 15 

His Ser Ser Trp 
20 



(2) INFORMATION FOR SEQ ID NO: 792: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 792: 

Ala Phe Cys Lys Lys Val Gin Gly Ala Gin Met Gin Phe Pro Pro Arg 
15 10 15 



(2) INFORMATION FOR SEQ ID NO: 793: 
(i) SEQUENCE CHARACTERISTICS: 
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{A) LENGTH: 11 amino acids 
(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NC: 793: 

5 

Ala Phe Cys Lys Lys Val Gin Gly Ala Gin Met Gin Phe ?ro Pro Arg 
1 5 10 i3 

Arg 

10 



15 



30 



(2) INFORMATION FOR SEQ ID NO: 794: 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 37 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

20 (xi) SEQUENCE DESCRIPTION: SEQ ID NC: 794: 

Val Gin Val Leu Glu Gin Leu Thr Asn Asn Ala Val Ala Glu Ser Arg 
1 5 10 15 

25 Phe Asn Asp Ala Ala Tyr Tyr Tyr Trp Met Leu Ser Met Gin C/s l^eu 
20 25 30 



Asp He Ala Gin Asp 
35 



(2) INFORMATION FOR SEQ ID NO: 795: 

35 (i) SEQUENCE CHARACTERISTICS: 

(A) LaiGTH: 34 amino acids 

(B) TYPE: ajjiino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 795: 

40 . - , 

Pro Ala Gin Lys Asp Thr Met Leu Gly Lys Phe Tyr His ?ze Gm .-Jrg 
X 5 10 15 

Leu Ala Glu Leu Tyr His Gly Tyr His Ala He His Arg His Thr 3lu 
45 20 25 30 

Asp Pro 



50 

(2) INFORMATION FOR SEQ ID NO: 796: 

(i) SEQUENCE CHARACTERISTICS: 
55 (A) LENGTH: 27 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 
(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 796: 



60 Leu Ala Lys Gin Ser Lys Ala Leu Gly Ala Tyr Arg Leu Ala Arg r 
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10 



15 



Ala Tyr Asp Lys Leu Arg Gly Leu Tyr He Pro 
20 25 



(2) INFORMATION FOR SEQ ID NO: 797: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: anvino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 797: 

Ala Arg Phe Gin Lys Ser He Glu Leu Gly Thr Leu Thr He Arg Ala 
15 10 15 

Lys Pro Phe His Asp Ser Glu Glu Leu Val Pro Leu Cys Tyr Arg Cys 
20 25 30 

Ser Thr Asn Asn 
35 



i2) INFORMATION FOR SEQ ID NO: 798: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 73 amino acids 

(B) TYPE: amino acid 
{D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 798: 

Pro Leu Leu Asn Asn Leu Gly Asn Val Cys He Asn Cys Arg Gin Pro 
15 10 15 

Phe He Phe Ser Ala Ser Ser Tyr Asp Val Leu His Leu Val Glu Phe 
20 25 30 

Tyr Leu Glu Glu Gly He Thr Asp Glu Glu Ala He Ser Leu He Asp 
35 40 45 

Leu Glu Val Leu Arg Pro Lys Arg Asp Asp Arg Gin Leu Glu He Cys 
50 55 60 

Lys Gin Gin Leu Pro Asp Ser Cys Gly 
65 .70 



(2) INFORMATION FOR SEQ ID NO: 799: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 29 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 799: 

Met Pro Tyr Ala Gin Trp Leu Ala Glu Asn Asp Arg Phe Glu Glu Ala 
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10 



15 



Gin Lys Ala Phe His Lys Ala Gly Arg Gin Arg Glu Ala 
20 25 



(2) INFORMATION FOR SEQ ID NO: 800: 

IQ ii) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 36 amino acids 

(B) TYPE: amino acid 
(D) TOPOLOGY: linear 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 800: 

15 

Phe Ser Val His Arg Pro Glu Thr Leu Phe Asn He Ser Arg Phe Leu 
15 10 15 

Leu His Ser Leu Pro Lys Asp Thr Pro Ser Gly He Ser Lys Val Lys 
20 20 25 30 

He Leu Phe Thr 
35 



25 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule nbis) 



A. The indications nnade below relate to the microorganism referred to in the description 
on page 161 .tine N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit March 27, 1 997 



Accession Number 97979 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the mdlcathns are not for ail designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e.g., "Accession 
Number of Deposit'*) 



For receiving Office use only , 



lis sheet was received^ti^(hcrm^||iiyional application 



Authorized officer 



0 4 JUN ms 



■ For international Bureau use only • 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCT Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 162 .line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet . " 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4 J 997 



Accession Number 97974 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 

The indications listed below will be submiUed to the International Bureau later {specif the general nature of the indications. e.g„ "Accession 
Number of Deposit") 



Authorized officer 



i» For International Bureau use only 

This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCT Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 1 62 . line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet ^"^ 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas. Virginia 201 10-2209 
United States of America 



Date of deposit May 29, 1 997 



Accession Number 209080 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indicadons are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e.g. "Accession 
Number of Deposit") 



For receiving Office use only , 



This sheet was repewf^^v^tMhcinttmational application 



Authorized officer 



I For International Bureau use only < 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRuIe \3bis) 



A, The indications made below relate to the microorganism referred to in the description 
on page 164 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas» Virginia 20110-2209 
United States of America 



Date of deposit December 3 , 1 997 



Accession Number 2095 1 1 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E, SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the intemaiional Bureau later (spectjy the general nature of the indications. e,g., "Accession 
Number of Deposit*^ 



For receiving Office use only . 



HThis sheet was received. with the international application 
^-^nton Smith 



Authorized officer 



0 4 JUN im 



■ For International Bureau use only • 



□ 



This sheet was received by the International Bureau on: 



Authorized orTiccr 
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INDICATIONS RELATING TO A DEPOSITED MICROORGAMSM 

(PCX Rule Ubis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 167 . line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution (including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1997 



Accession Number 97975 



C. ADDITIONAL INDICATIONS Cleave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for ail designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the Iniemaiional Bureau later {specify the general nature of the indications, e.g., "Accession 
Number of Deposit") 



For receiving Office use only , 



This sheet was received' with the-iaierQatlonal application 



Authorized officer 



0 4 m 1998 



• For International Bureau use only < 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCT Rule 13 to; 



A. The indications made below relate to the microorganism referred lo in the description 
on page 167 ,linc N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet - 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit May 29, 1997 



Accession Number 20908 1 



C- ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF imXCATlONS (leave blank if not applicable) 



The indications listed below will be submitted lo the International Bureau later {specif the general nature of the indications, e.g.. "Accession 
Number of Deposit*') 



For receiving Office use only , 



This shcci was received with the inicmational application 



Authorized officer 



■ For International Bureau use only < 



□ 



This sheet was received by ihc Inicmational Bureau on: 



Authorized ofliccr 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCTRuIe \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 171 .line N/A 



a IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet - 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1997 



Accession Number 97976 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the indicaHom are not for ail designated States) 



E. SEPARATE FURNISHING OF INDICATIONS fleave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specijy the general nature of the indications, e.g.. "Accession 
Number of Deposit") 



i« For receiving Office use only , 



This sheet was received with the iivterhailortall^pplication 



Authorized offtcer 



■ For International Bureau use only i 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 



wo 98/54963 
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PCT/US98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule ISAis; 



A. The indications made below relate to the microorganism referred lo in the description 
on page 172 .line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet — 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 4, 1997 



Accession Number 97977 



C, ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (lea^ blank if not applicable) 



The indications listed below will be submined to the International Bureau later (specify the general nature of the indications, e.g., ''Accession 
Number of Deposit") 



For receiving Office use only . 



lis sheet was receivcdjwithtb^4^ena^9^tip^ application 

":--;.:"?.! Grscianst 



Authorized officer 



0 4 JUN me 



■ For International Bureau use only . 



□ 



This sheet was received by the Internationa] Bureau on: 



Authorized officer 



wo 98/54963 
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PCT/US98/1I422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule Ubis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 172 , line N/A 



B. IDENTIFICATION OF DEPOSIT 



Further deposits are identified on an additional sheet 



Name of depositary institution 



American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit May 29, 1 997 



Accession Number 209082 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for ail designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the international Bureau later {specify the general nature of the Indications, e.g., "Accession 
Number of Deposit") 



For receiving Office use only , 



I V iThis sheet was received with Che iniemetiona) application 



Authorized ofTicer 



0 4 m 1998 



I For international Bureau use only • 



□ 



This sheet was received by the Intemaiional Bureau on: 



Authorized officer 



wo 98/54963 
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PCTAJS98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 176 , line N/A 



B, IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet r " 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 28, 1 997 



Accession Number 209007 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specif the general nature of the indications, e.g., "Accession 
Number of Deposit") 



For receiving Office use only , 



lis sheet was reccivod .with the imcmational application 



Authorized officer 

0 4 JUN 1938 



1 For International Bureau use only ( 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 



wo 98/54963 
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PCT/US98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCX Rule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 176 ,line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet f- 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit May 29, 1997 



Accession Number 209083 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (Ifthe indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e.g., "Accession 
Number of Deposit'^ 



For receiving Office use only , 



□ This sheet was received. with theJn^^attonal application 



*' : orations 



Authorized officer 



0 4 JUN 1998 



■ For International Bureau use only • 



□ 



This sheet was received by the International Bureau on: 



Authorized ofTicer 



wo 98/54963 
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INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRulelSto; 



A. The indications made below relate to the microorganism referred to in the description 
on page 1 79 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of Atnerica 



Date of deposit April 28, 1997 



Accession Number 209008 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indications are not for all designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



the indications listed below will be submined to the Internationa! Bureau later {specif the general nature of the indications, e.g., "Accession 
Number of Deposit*^ 



For receiving Office use only , 



□ 



This sheet was received with the international application 



Authorized ofTicer 



■ For International Bureau use only < 



□ 



This sheet was received by the International Bureau on: 



Authorized ofTicer 



wo 98/54963 
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PCTAJS98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRule \3bis) 



A. The indications made betow relate to the microorganism referred to in the description 
on page 179 .line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit May 29, 1 997 



Accession Number 209084 



C. ADDITIONAL INDICATIONS (lea^fe blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indicatiom are not for all designated States) 



E, SEPARATE FURNISHING OF INDICATIONS (lea>^ blank if not applicable) 



The indications listed below will be submitted to the international Bureau later {specify the general nature of the indications, e.g. ^'Accession 
Number of Deposit^*) 



For receiving Office use only , 



□ This sheet was received with Qi£ mtora^onal application 
^- ^pc-cialist 



Authorized officer 

0 4 JUN 1998 



> For International Bureau use only < 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 
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PCTAJS98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCX Rule 136/5; 



A. The indications made below relate to the microorganism referred to in the description 
on page 180 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits are identified on an additional sheet n 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 28, 1 997 



Accession Number 2090 1 0 



C, ADDITIONAL INDICATIONS {leave blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE Of the indicadons are not for all designated States) 



E, SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specif the general nature of the indications, e.g. "Accession 
Number of Deposit") 



For receiving Office use only , 



□ 



This sheet was received with the international application 



Authorized officer 



• For International Bureau use only < 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 



wo 98/54963 
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PCTAJS98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCTRule \2bis) 



A, The indications made below relate to the microorganism referred to in the description 
on page 180 , line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc idenUfied on an additional sheet n 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit May 29, 1997 



Accession Number 209085 



C. ADDITIONAL INDICATIONS (kawe blank if not applicable) This information is continued on an additional sheet 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE mhe indications are not for all designated Staies) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the international Bureau later {specify the general nature of the indications, e.g. "Accession 
Number of Deposit*^ 



For receiving Office use only , 



□ 



This sheet was received with the Intcmaftihal u)plication 

. C.:-3rations 



Authorized officer 



0 4 JUN 1998 



• For International Bureau use only i 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 



wo 98/54963 
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PCT/US98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 



(PCTRule \3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 182 .line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet n 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 28. 1997 



Accession Number 209009 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet 



D, DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (if the indicaaons are not for oU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature qfthe indications, e.g.. "Accession 
Number of Deposit") 



For receiving Office use only > 



j j This sheet was received with the international application 



Authorized ofTicer 



■ For International Bureau use only < 



□ 



This sheet was received by the International Bureau on: 



Authonzed officer 
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PCT/US98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

(PCTRulel36w; 



A. The indications made below relate to the microorganism referred to in the description 
on page 186 .line N/A 



B, IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet r ■ 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 201 10-2209 
United States of America 



Date of deposit April 28, 1 997 



Accession Number 2090 1 1 



C. ADDITIONAL INDICATIONS (leave blank if not applicable) This information is continued on an additional sheet ~ 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE mhe indications are not for aU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank tf not applicable) 

The indications listed below will be submitted to the International Bureau later (specif the general nature of the indications, e.g. "Accession 
Number of Deposit") 



For receiving Office use only . 



0" 



his sheet was received with thcintcinational application 
; .;._i:;":3Ciaiist 
^.-•D-rC: Cc3raiions 



Authorized officer 



0 4 1998 



■ For International Bureau use only < 



□ 



This sheet was recehred by the International Bureau on: 



Authorized officer 



wo 98/54963 
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PCT/US98/11422 



INDICATIONS RELATING TO A DEPOSITED MICROORGANISM 

i?CTKu\c\3bis) 



A. The indications made below relate to the microorganism referred to in the description 
on page 174 .line N/A 



B. IDENTIFICATION OF DEPOSIT Further deposits arc identified on an additional sheet n 



Name of depositary institution 

American Type Culture Collection 



Address of depositary institution {including postal code and country) 

10801 University Boulevard 
Manassas, Virginia 20110-2209 
United States of America 



Date of deposit April 7. 1 998 



Accession Number 209746 



C. ADDITIONAL INDICATIONS (leave blank (f not appiicable) This information is continued on an additional sheet : 



D. DESIGNATED STATES FOR WHICH INDICATIONS ARE MADE (i/the tndicaiions are not for aU designated States) 



E. SEPARATE FURNISHING OF INDICATIONS (leave blank if not applicable) 



The indications listed below will be submitted to the International Bureau later {specify the general nature of the indications, e.g., "Accession 
Number of Deposit*^ 



For receiving Office use only , 



lis sheet was received with the international application 



AuUiorized officer 



0 4 JUN 1998 



■ For International Bureau use only • 



□ 



This sheet was received by the International Bureau on: 



Authorized officer 



wo 98/54963 
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What Is Claimed Is: 

1 . An isolated nucleic acid molecule comprising a polynucleotide having a 
nucleotide sequence at least 95% identical to a sequence selected from the group 
consisting of: 

(a) a polynucleotide fragment of SEQ ID NO:X or a polynucleotide fragment of 
the cDNA sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ID 
NO:X; 

(b) a polynucleotide encoding a polypeptide fragment of SEQ ID NO: Y or a 
polypeptide fragment encoded by the cDNA sequence included in ATCC Deposit No:Z. 
which is hybridizable to SEQ ID NO:X; 

(c) a polynucleotide encoding a polypeptide domain of SEQ ID NO: Y or a 
polypeptide domain encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(d) a polynucleotide encoding a polypeptide epitope of SEQ ID NO: Y or a 
polypeptide epitope encoded by the cDNA sequence included in ATCC Deposit No:Z, 
which is hybridizable to SEQ ID NO:X; 

(e) a polynucleotide encoding a polypeptide of SEQ ID NO: Y or the cDNA 
sequence included in ATCC Deposit No:Z, which is hybridizable to SEQ ID NO:X, 
having biological activity; 

(f) a polynucleotide which is a variant of SEQ ID NO:X; 

(g) a polynucleotide which is an allelic variant of SEQ ID NO:X; 

(h) a polynucleotide which encodes a species homologue of the SEQ ID NO: Y; 

(i) a polynucleotide capable of hybridizing under stringent conditions to any 
one of the polynucleotides specified in (a)-(h), wherein said polynucleotide does not 
hybridize under stringent conditions to a nucleic acid molecule having a nucleotide 
sequence of only A residues or of only T residues. 

2 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding a secreted protein. 

3 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises a nucleotide sequence encoding the sequence 
identified as SEQ ID NO: Y or the polypeptide encoded by the cDNA sequence included 
in ATCC Deposit No:Z, which is hybridizable to SEQ ID NO:X. 
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4 . The isolated nucleic acid molecule of claim 1 , wherein the 
polynucleotide fragment comprises the entu^ nucleotide sequence of SEQ ID NO:X or 
the cDNA sequence included in ATCC Deposit No:Z. which is hybridizable to SEQ ID 
NO:X. 

5 . The isolated nucleic acid molecule of claim 2, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the N- 
terminus. 

6 . The isolated nucleic acid molecule of claim 3, wherein the nucleotide 
sequence comprises sequential nucleotide deletions from either the C-terminus or the N- 
terminus. 

7. A recombinant vector comprising the isolated nucleic acid molecule of 
claim 1. 

8. A method of making a recombinant host cell comprising the isolated 
nucleic acid molecule of claim 1. 

9. A recombinant host cell produced by the method of claim 8. 

1 0. The recombinant host cell of claim 9 comprising vector sequences. 

11. An isolated polypeptide comprising an amino acid sequence at least 95% 
identical to a sequence selected from the group consisting of: 

(a) a polypeptide fragment of SEQ ID NO: Y or the encoded sequence included 
in ATCC Deposit No:Z; 

(b) a polypeptide fragment of SEQ ID NO: Y or the encoded sequence included 
in ATCC Deposit No:Z, having biological activity; 

(c) a polypeptide domain of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(d) a polypeptide epitope of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(e) a secreted form of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 

(f) a fiill length protein of SEQ ID NO: Y or the encoded sequence included in 
ATCC Deposit No:Z; 
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(g) a variant of SEQ ID NO: Y; 

(h) an allelic variant of SEQ ID NO: Y; or 

(i) a species homologue of the SEQ ID NO: Y, 

1 2 . The isolated polypeptide of claim 1 1 , wherein the secreted form or the 
fiill length protein comprises sequential amino acid deletions from either the C-terminus 
or the N-terminus. 

1 3. An isolated antibody that binds specifically to the isolated polypeptide of 
claim 11. 

14. A recombinant host cell that expresses the isolated polypeptide of claim 

11. 

15. A method of making an isolated polypeptide comprising: 

(a) culturing the recombinant host cell of claim 14 under conditions such that 
said polypeptide is expressed; and 

(b) recovering said polypeptide. 

1 6. The polypeptide produced by claim 15. 

17. A method for preventing, treating, or ameliorating a medical condition, 
comprising administering to a manmialian subject a therapeutically effective amount of 
the polypeptide of claim 1 1 or the polynucleotide of claim 1 . 

18. A method of diagnosing a pathological condition or a susceptibility to a 
pathological condition in a subject comprising: 

(a) determining the presence or absence of a mutation in the polynucleotide of 
claim 1; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or absence of said mutation. 

19. A method of diagnosing a pathological condition or a susceptibility to a 
pathological condition in a subject comprising: 

(a) determining the presence or amount of expression of the polypeptide of 
claim 1 1 in a biological sample; and 

(b) diagnosing a pathological condition or a susceptibility to a pathological 
condition based on the presence or amount of expression of the polypeptide. 



wo 98/54963 



PCT/US98/11422 



768 

20. A method for identifying a binding partner to the polypeptide of claim 1 1 
comprising: 

(a) contacting the polypeptide of claim 1 1 with a binding partner; and 

(b) determining whether the binding partner effects an activity of the 
polypeptide. 

2 1 . The gene corresponding to the cDNA sequence of SEQ ID NO: Y. 

22. A method of identifying an activity in a biological assay, wherein the 
method comprises: 

(a) expressing SEQ ID NO:X in a cell; 

(b) isolating the supernatant; 

(c) detecting an activity in a biological assay; and 

(d) identifying the protein in the supernatant having the activity. 

23. The product produced by the method of claim 22. 
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